Kog HanmeHoBaHue LeHa
A09.05.023 UccnepoBaHue yPOBHA MOKO3bl B KPOBMU 150
A09.05.017 UccneposaHmne ypoBHA MOYEBUHbBI B KPOBU 150
A09.05.020 UccneposaHme ypoBHA KpeaTUHMHA B KPOBU 150
A09.05.026 UccnepoBaHme ypoBHA XONeCTeEpUHA B KPOBMU 150
A09.05.025 MccnepoBaHue ypOBHA TPUMANMLEPUL0B B KPOBU 150
NccnepoBaHue ypoBHA X0N1eCcTepuHa IMNONpPOTEMHOB BbICOKOM
A09.05.004 NJIOTHOCTM B KPOBM 150
A09.05.010 UccnepoBaHue ypoBHA 0bLiero 6eska B KpoBu 150
NccnepoBaHue ypoBHA cBob6oaHOro TpunoaTMpoHuHa (CT3) B
A09.05.061 KpPOBM 350
WUccnepoBaHune ypoBHA cBoboaHoro TupokcnHa (CT4) cbiBOPOTKK
A09.05.063 KpPOBM 350
A09.05.065 NccnepoBaHne ypoBHA TUPEOTPONHOro ropmoHa (TTI) B KpoBu 350
A09.30.002.000.01 | UccnepoBaHue ypoBHA anbda-dpeTonpoTenHa B CbiBOPOTKe KpoBu | 330
NccnepoBaHue ypoBHA pakoBoro sMObpmMoHaabHOro aHTUreHa B
A09.05.195 KpPOBM 550
NccneposaHune ypoBHA GONNIUKYNOCTUMYANPYIOLLLETO FOPMOHA B
A09.05.132 CbIBOPOTKE KpOBM 320
NccnepoBaHue ypoBHA NOTEMHU3UPYIOLWETO FOPMOHA B
A09.05.131 CbIBOPOTKE KpOBM 320
A09.05.018 NccnepoBaHWe ypoBHA MOYEBOMN KMCAOTbI B KPOBU 150
A09.05.011 NccnepoBaHue ypoBHA asibbymMMHa B KPOBM 200
A09.05.041 OnpegeneHne akTUBHOCTM acnapTaTaMUHOTPaHCcdepasbl B KPOBU 150
A09.05.042 OnpegeneHne akTUBHOCTM alaHMHAMUHOTPaHCpepasbl B KPOBU 150
A08.05.013.004.01 | OnpepeneHue ypoBHA rnytamaTaerngporeHasbl B KPOBU 370
A09.05.046 OnpegeneHne akTUBHOCTU LenovYHon pocdaTasbl B KPOBU 150
A09.05.021 NccnepoBaHue ypoBHA obuwero 6uampybuHa B KpoBu 150
NccnepoBaHue ypoBHA BUAMpYyObUHA CBA3AHHOIO
A09.05.022.001 (KOHBIOrMPOBAHHOIO) B KPOBMU 150
A09.05.043 OnpepeneHne aKTUBHOCTU KPeaTUHKMHA3bI B KPOBU 200
A09.05.045 OnpepeneHne aKTUBHOCTM aMmaasbl B KPOBM 150
A09.05.174 OnpepeneHne aKTUBHOCTM XONMHICTEPA3bl B KPOBMU 260
A09.05.032 NccnepoBaHue ypoBHA 06LWLEro KasbLms B KPOBU 150
A09.05.033 UccnepoBaHue ypoBHA HeopraHmMyeckoro ¢pochopa B KPOBMU 200
A09.05.127 NccnepoBaHue ypoBHA 06LLEro MmarHus B CbIBOPOTKE KPOBMU 200
A09.05.007 UccneposaHme ypoBHA XKenesa CbiIBOPOTKU KPOBM 170
A12.05.001 UccnepoBaHme CKOPOCTM oceaaHnA 3pUTPOLUTOB 150
A12.05.123 UccneposaHne ypoBHA PETUKYIOLMTOB B KPOBM 375
A09.05.050 NccnepoBaHue ypoBHA GUBpPUHOreHa B KPOBU 200
A09.05.051.001 OnpepeneHue KOHUeHTpauun [-aumepa B KPOBM 600
A09.05.083 NccnepoBaHue ypoBHA MIMKMPOBAHHOIO remornobuHa B KpoBM 450
A09.05.087 UccnepoBaHme ypoBHA NPOAAKTMHA B KPOBU 350
NccnepoBaHWe ypoBHA aHTUIeHa afleHOreHHbIX pakos CA 1258
A09.05.202 KpOoB# 500
A09.05.076 UccnepoBaHue ypoBHA peppuUTUHA B KPOBU 350
UccnepoBaHue ypoBHA npoctaTcneumdpuyeckoro aHTureHa obuero
A09.05.130 B KPOBU 400
NccnepoBaHWe ypoBHA OMYX0/1€accoLMnMpoBaHHOro mapkepa CA
A09.05.231 15-3 B KpoBM 500
UccnepoBaHWe ypoBHA aHTUIEeHa afleHOreHHbIx pakos CA 19-9 8
A09.05.201 KpOoB# 500




A09.05.153 UccnepoBaHMe ypoOBHA NporectepoHa B KPOBU 320
A09.05.078 UccnepnoBaHme ypoBHA 0OLLErO TECTOCTEPOHA B KPOBMU 320
UccnepoBaHue ypoBHA NpocTaTcneumMdpuyeckoro aHTUreHa
A09.05.130.001 CcBOOOAHOrO B KPOBMU 400
A09.05.080 UccnepoBaHue yposHA GOMEBOIN KMCAOTbI B CbIBOPOTKE KPOBMU 650
A12.06.045 OnpegeneHune cogepXaHmMA aHTUTEN K TUpeonepoKcnaase B Kposn | 360
A09.05.056.000.01 UccnepoBaHue ypOBHA MHCYIMHA B KPOBU 500
A09.05.205 UccneposaHue ypoBHA C-nenTnga B KPOBMU 300
A09.05.047 OnpeaeneHne akTUBHOCTM aHTUTPOMOMHaA |1l B KpoBM 400
A09.05.125 UccnepgoBaHue ypoBHA npoTenHa C B KpOBU 600
A09.05.126 OnpegeneHne akTMBHOCTM NPOTENHA S B KPOBMU 1900
A12.05.043.000.01 | OnpeageneHue BOAYAHOYHOrO aHTUKOAryAAHTa B KPOBMU 600
A09.05.206 UccnepoBaHme ypoBHA MOHM3NUPOBAHHOIO KabLWA B KPOBU 260
A09.05.027.000.01 | OnpeaeneHue ypoBHsA JiunonpoTenHa (a) B Kposu 500
A09.05.250 UccneposaHume ypoBHA anonpoTenHa Al B KpoBu 500
A09.05.251.000.01 | UccnepoBaHWe ypoBHA anonpoTenHa B B Kposu 500
A09.05.008 UccnepoBaHue ypoBHA TpaHchepprHa CbiIBOPOTKM KPOBU 260
A09.05.039 OnpepeneHve aKTUBHOCTU IaKTaTAernaporeHassl B KpOBM 150
A09.05.235 UccneposaHune yposHa 25-OH sutamuHa [l 8 Kposu 1400
A09.05.173 OnpepeneHne aKTUBHOCTM INNA3bl B CbIBOPOTKE KPOBU 250
A09.05.102 NccnepoBaHue ypoBHA GPYyKTO3aMMHA B KPOBM 270
A09.05.214 UccneposaHme ypoBHA rOMOLUCTENHA B KPOBU 770
A09.05.082 UccneposaHmne ypoBHA SpUTPONOITUHA KPOBU 360
A09.05.075.001 UccnepoBaHue ypoBHa C3 ppakumm KomniemeHTa 200
A09.05.075.002 UccnepoBaHue yposHa C4 ppakumm KomniemeHTa 200
A09.05.006 UccnepoBaHue ypoBHA MUOrI06MHa B KPOBU 430
A12.06.015 OnpepeneHue aHTUCTpPeNnTON3MHA-O B CbIBOPOTKE KPOBU 300
A09.05.079 NccnepoBaHue ypoBHA rantornobmHa Kposu 360
OnpepeneHune cogepXaHua aHTUTEN K peLenTopy TMPeoTPOnHOro
A12.06.046 ropmoHa (TTl) B KpoBu 880
A09.05.157 NccnepoBaHue ypoBHA cBOHOAHOMO 3CTPMO/IA B KPOBU 660
NccnepgoBaHue ypoBHA MHCYMHONOA0BHOrO pocToBoro ¢akropa |
A09.05.204 B KpOBM 550
A09.05.119 UccneposaHme ypoBHA KasibLLUTOHMHA B KPOBU 700
A09.05.224 UccneposaHme ypoBHA OCTEOKaAbLMHA B KPOBM 600
A09.05.078.001 NccnepoBaHue ypoBHA cBOHOAHOrO TECTOCTEPOHA B KPOBU 600
NccnepoBaHWe ypoBHA AernaposanmMaHapocTepoHa cyibdaTa B
A09.05.149 KpoB# 500
A09.05.150 UccnepoBaHme ypoBHA ANUrNApOTECTOCTEPOHA B KPOBMU 1000
NccneposaHue yposHA rnobyvHa, CBA3bIBAOLWENO NO0BblE
A09.05.160 FrOPMOHbI, B KPOBM 300
UccnepoBaHme ypoBHA aHTUIeHa ageHoreHHbIx pakos CA 72-4 8
A09.05.200 KpOoB# 660
A09.05.054.002 NccnepoBaHue ypoBHA MMMYHOM106y1nHa A B KpOBM 250
A09.05.054.001 NccnepoBaHue ypoBHA obuero mmmyHornobynvHa E B kposu 400
A09.05.249 UccnepoBaHme ypoBHA NIALLEHTAPHOrO IAKTOreHa B KPOBM 460
A09.05.139 UccneposaHme ypoBHA 17-rmapoKcmnporectepoHa B KPoBu 700
NccnepoBaHue ypoBHA aHTUTeN KnaccoB M, G (IgM, 1gG) K Bupycy
nMmyHogedpuumuTa Yyenoseka BUY-1/2 n aHTureHa p24 (Human
A26.06.049.001 immunodeficiency virus HIV 1/2 + Agp24) B KpoB#u 350
A09.05.009 NccnepoBaHue ypoBHA C-peakTUBHOMo 6esnka B CbIBOPOTKE KPOBU 300




UccnepoBaHue yposHA 6enka A, cBa3aHHOTo ¢ 6epemMeHHOCTbIO, B

A09.05.161 Kposu (PAPP-A) 411
UccnepoBaHue ypoBHA acTepasHoro nHrmoutopa C1 KomnnemeHTa
A09.05.075.000.02 | (obuiero) 693
UccnepnosaHue ypoBHA IeKapCTBEHHOrO npenaparta IMrokcuH 8
A09.05.035.000.51 | kposu 4081
NccnepoBaHue ypoBHA IeKapcTBEHHOro npenapata LimkaocnopuH
A09.05.035.000.03 | B KpoBM 500
A09.05.135 UccnepoBaHue ypoBHA 06LWEro KOPTU301a B KPOBU 400
A09.05.246 UccnepoBaHue ypoBHA HelpoHcneundnieckom eHoMasbl B KPOBU 660
UccnepoBaHWe ypoBHA aHTUIEHA N/IOCKOK/IETOMHOM KapUUHOMbI
A09.05.298 (SCC) B KpoBU 900
A09.05.159 UccneposaHme ypoBHA NenTUHA B KPOBU 750
NccnepgoBaHune ypoBHA pacTBOpMmoro dparmeHTa LMTOKepaTUHa
A09.05.247 19 (CYFRA 211) B KpoBu 660
A09.05.154 UccnepoBaHue ypoBHA 0bLero scTpagmosia B KpoBK 320
UccnepoBaHue ypoBHA anbda-1-KMCAbIA TMKONPOTENH
A09.05.109.000.01 | (cepomykowna) B KPOBU 360
A09.05.219 NccnepoBaHue yposHa 6enka S-100 B CbIBOPOTKE KPOBU 1700
A09.05.193.000.01 | UccnepoBaHWe YPOBHA TPONOHUHA | B KPOBM 420
A12.05.039 AKTMBMPOBAHHOE YacTUYHOE TPOMBONNAaCTUHOBOE BpemMs 170
OnpepeneHne cogepKaHma CYMMAPHbIX aHTUTEN K aHTUIeHam
A12.06.028.000.01 | cnepmanbHOM *KNAKOCTU B KPOBU 770
A09.05.180 OnpeaeneHne akTUBHOCTM NaHKPeaTUYeCKoN aMnnasbl B KPOBM 200
B03.016.002 O6WMI (KNMHUYECKMIA) aHaNN3 KPOBMU 200
A09.05.124.000.01 | UccnepoBaHWe YPOBHA CEPOTOHUHA B KPOBM 1500
A09.05.066 UccneposaHmne ypoBHA COMATOTPOMHOMO rOPMOHA B KPOBM 450
A09.05.058 UccneposaHme ypoBHA NapaTMPEoOnaHOro ropmoHa B KpOBK 400
A12.06.039 OnpepeneHune cogeprKaHUA aHTUTEN K UHCY/IMHY B KPOBM 660
OnpepeneHune copepsKaHUA aHTUTEN K TUPOFNOOYANHY B
A12.06.017 CbIBOPOTKE KpOBM 360
A12.05.028 OnpegeneHne TPOMBMHOBOIO BpEMEHMU B KPOBMU 200
NccnepoBanua ypoBHA N-TepmuMHanbHOro nponentuaa
A09.05.296 npokonnareHa 1-ro tuna (P1NP) B Kposu 850
OnpepeneHune ypoBHA aHTUHYKAeapHOro ¢paktopa Ha HEp-2
B03.040.001.000.01 | kneTo4HOM AMHUK (HPUD) B KpoBM 1400
OnpepeneHne ypoBHA aHTUNEPUHYKNeapHOro ¢dakTopa Ha HEp-2
B03.040.001.000.02 | kneTo4yHoOM AMHUK (HPUD) B KpoBM 770
NccnepoBanuA ypoBHA N-TepmMHaAbHOro pparmeHTa
HaTpuiiypeTuyeckoro nponentuga mosrosoro (NT-proBNP) B
A09.05.256 KpoB# 1200
A12.05.109 OnpepeneHune nHTepnaerikmHa 10 B CbIBOPOTKE KPOBU 2200
A12.05.108 OnpepeneHune NHTepelikMHa 8 B CbIBOPOTKE KPOBMU 2200
A12.05.102.000.01 | OnpeageneHne UHTEPNENKNHA-6 B CbIBOPOTKE KPOBM 2200
A12.05.103.000.01 | OnpepeneHune MHTepseliknHa-1b B cbIBOpOTKE KpOBU 2200
A09.05.054.004 NccnepoBaHue ypoBHA MMMYHOrN06yMHa G B KPOBM 250
A09.05.054.003 NccnepoBaHue ypoBHA MMMYHOr106yinHa M B KpoBu 250
A09.05.011.000.02 | UccnepoBaHue ypoBHA NpeasbbyMnHa B KPOBK 360
A09.05.056.000.03 | UccnepoBaHMe YPOBHA NPONHCYNHA B KPOBM 1300
NccnepoBaHWe ypoBHA a4 peHOKOPTUKOTPOMNHOIO FOPMOHa B
A09.05.067 KpOoBM 600
A09.05.207 UccnepnoBaHue YypoBHA MOIOYHOM KUC/IOTbI B KPOBU 500




OnddepeHLMpoBaHHbI NOACYET NEMKOUMTOB (leiKoumMTapHasn

A12.05.121 dopmyna) 120
NccnepoBaHue ypoBHA TMPOKCUMH-CBA3bIBatOLLEN cnocobHocTu (T-
A09.05.097.000.01 | Uptake, TecT nornoueHnsa TMPEOUAHbIX FOPMOHOB) B KPOBM 330
NccnepgoBaHue ypoBHA aHTUIeHa paka modesoro ny3bipsa (UBC ) B
A09.28.054.000.01 | moue 900
UccnepgoBaHne HTepdepoHOBOro cTaTyca (YPOBHA CMOHTaHHOTO
nHTepdepoHa (MPH-anbda), MHAYLUMPOBAHHOIO anbda-
NHTepdepoHa, CnoHTaHHOro HTeppepoHa (MPH-ramma),
A12.06.047.000.01 WMHAYUMPOBaHHbIA ramma-uHTepdepoHa) B Kposu 5400
NccnepoBaHue ypoBHA 3/1EKTPOUTOB (KaiuiA, HaTpUiA, Xx10p) B
A09.05.031.000.01 | kposu 240
UccnepoBaHMe ypoBHA XOPMOHUYECKOrO rOHAA0TPOMNMHA B
A09.05.090.000.01 | cbiBOpOTKe KpoBM 350
A09.05.077 UccneposaHme ypoBHA LLepynonaasmmHa B KPOBU 400
UccnepoBaHme ypoBHA NeKapCTBEHHOrO npenaparta Takpoammyc B
A09.05.035.000.01 | kposu 1800
A09.05.039.001 OnpegeneHne akTUBHOCTM GpPaKLMA NaKTaTAErMaporeHasbl 120
A09.05.147 UccneposaHme ypoBHA 3-aHAPOCTEHAMON FOKYPOHMAA B KPOBU 1300
A09.05.117 UccnepoBaHue ypoBHA TMPEOornobynHa B KPOBM 360
NccneposaHua yposHa 6eTTa-nsomepmnsoBaHHOro C-KOHLEBOTO
A09.05.297 Tenonentuaa KonnareHa 1 tuna (B - cross laps) B kKpoBu 821
A09.05.225 UccnepoBaHme ypoBHA aHTUMIONNEPOBA FOPMOHA B KPOBM 1200
A09.05.203 UccnepoBaHue ypoBHA MHIMBUHA B B KpoBM 1200
OnpepeneHune coaepskaHUA aHTUTEN K IyTamaTaekapboKkcmnase
A12.06.020.000.02 | (GAD) B KpoBM 820
A09.05.121 UccneposaHme ypoBHA peHUHa B KPOBU 770
OnpepeneHnem 4yBCTBUTENIbHOCTM IEMKOLMUTOB KPOBM K
A12.06.078.000.01 | nHaykTopy MHTepdepoHa LinknodepoH 700
OnpepeneHne cogepXaHna aHTUTEN K aHTUIeHaM OCTPOBKOB
A12.06.020 KNETOK NoAaKenyao04uHOM Keesbl B KpOBU 730
NccnepoBaHue ypoBHA LIMPKYIMPYIOWMX MMMYHHbIX KOMMNAEKCOB
A09.05.074 B KpOBM 1000
OnpegeneHne PHK Bupyca renatuTa A (Hepatitis A virus) B Kpoeu
A26.05.030.001 metogom MUP 700
A09.05.044 OnpepeneHne akTMBHOCTU ramma-rAloTamMuUATpPaHchepasbl B Kposu | 150
A09.05.177.000.01 | UccnepoBaHue ypoBHA MB-dpaKkLmm KpeaTUHKMHA3bI B KPOBU 350
A09.05.129 UccnepoBaHme ypOBHA KENYHbIX KUCNOT B KPOBMU 360
NccnepoBaHWe ypoBHA X0NecTepuHa AIMNONPOTEMHOB HU3KOM
A09.05.028 NAOTHOCTHU 150
A12.06.019 OnpepeneHune cogepaHua peBmaTtomagHoro ¢paktopa B KpoBM 300
A09.05.073 OnpepeneHne akTMBHOCTU anbda-1-aHTUTPUNCUHA B KPOBMU 700
OnpepeneHune copepKaHnA cBOHOAHDIX IErKuX Lenen niambaa 8
A09.05.106.005.01 | kposu 1850
OnpepeneHune copepKaHUsa cBOOOAHbIX ETKMX LLenen Kanna B
A09.05.106.005 KpOoB# 2310
OnpepeneHune npoTpombuHoBoro spemerHn 1 MHO B niasme
A12.05.027.000.01 | Kposu 200
A09.05.064 NccnepoBaHue ypoBHA obuero TMPoKcuHa (T4) cbiBOpOTKM KpoBu | 350
A09.05.060 NccnepoBaHue ypoBHA obLiero TpuinoatTMpoHuHa (T3) B KpoBu 350
OnpepeneHune copepyKaHUA aHTUHYKAEAPHbIX aHTUTen (ANA-
A12.06.057.000.01 | CKpPWHMHT) 1325




A12.06.010.001 OnpepeneHune cogepaHua aHtuten K AHK HaTusHOM 790
A09.16.003.000.01 | OnpepeneHne ypoBHA NencuHoreHa | 8 Kposwm 1250
A09.16.003.000.02 | OnpepeneHue ypoBHA nencuHoreHa Il B Kposu 1350
A09.05.085 UccnepoBaHme ypoBHA rMCTaMUHa B KPOBU 1500
OnpegeneHne cekpeTopHoro benka sannamanmmnca Yenoseka 4
A09.05.300 (HE4) B KpoBU 1000
OnpegpeneHne coaepXaHua aHTUHYKNEapPHbIX QaHTUTEN B KPOBMU,
A12.06.057.000.02 | meToA0M MMMYHOBAOTTMHIA 2750
OnpeaeneHne coaep»aHma aHTUTeN Knacca G (1gG) K
B03.040.001.000.03 | HyKneocomam B KpOBM 1200
OnpegeneHne cogepaHna MMO3UT-CNeUMPUYHbIX aHTUTEN B
A12.06.057.000.03 | KpoBM, METOLOM MMMYHODBIOTTUHTA 4300
OnpegpeneHne cogepXaHua aHTUTEN K LUKANYECKOMY
A12.06.052 uUMTpyAMHoBomy nentuay (aHTM-CCP) B KpoBu 1300
A12.30.012.009.01 | OnpegeneHue aHTureHa HLA-B27 1540
OnpegpeneHne cogepaHua aHTUTEN K LUTPYSIMHUPOBAHHOMY
A12.06.062 BUMEHTUHY B KPOBU 1463
OnpeaeneHune coaepiKaHUsA CyMMapHbIX aHTUTeN Knacca G (IgG) K
A12.06.030.000.01 | docdonmnungam B KpoBU 750
OnpeaeneHune coaepiKaHusa CyMMapHbIX aHTUTen Knacca M (IgM) k
A12.06.030.000.02 | docdonmnungam B KpoBU 750
OnpepeneHune coaep:kaHua aHTUTeN Knacca G (1gG) K
A12.06.029.000.01 | KapAMOAMNUHY B KPOBM 1500
OnpegeneHne cogepKaHma aHTuTen Knacca M (IgM) K
A12.06.029.000.02 | KapAMOAMNUHY B KPOBMU 1500
OnpegeneHne cogepaHna aHTUTen Knacca G (IgG) kK beta-2-
A12.06.051.000.01 | raMKONpPOTEUHY B KPOBM 1500
OnpeaeneHne cogepaHna aHTuTen Knacca M (IgM) k 6eta-2-
A12.06.051.000.02 | raMKONpPOTEUHY B KPOBU 1500
OnpegeneHne cogepXaHUA aHTUTEN K aHTUIeHaM NeYeHu,
A12.06.045.000.07 | noaKenyno4yHOM Kenesbl U rnagKkon MycKynaType B KpoBu 5200
OnpeageneHne cogepKaHna aHTUTeN Knacca A (IgA) K TKaHeBo
A12.06.056.000.01 | TpaHcraloTammnHase B KPOBU 1000
OnpegeneHne cogepKaHna aHTUPETUKYIMHOBBIX aHTUTeN (APA)
A12.06.026.000.02 | knacca G (IgG) n knacca A (IgA) B KpoBu 1000
NccnepoBaHue ypoBHA MMMYyHOrN06yIMHOB nogknacca lgG4 B
A09.05.054.000.01 | kposu 2400
A12.06.044.000.02 | OnpegeneHune coaepaHMA aHTUTEN K 4,eCMOCOMaM KOXu B Kposu | 1500
OnpepeneHune coaepskaHUsa aHTUTeN K 6a3anbHON membpaHe
A12.06.044.000.01 | KoM B KpoBM 1500
OnpepeneHne cogepaHma aHTUTEN K aHTUTeHaM MblLeYHOM
A12.06.025 TKaHUW B KPOBM 1600
OnpepeneHne cogep:aHma aHTUTEN K CTePOUANPOAYLIMPYOLWMM
A12.06.033.000.01 | KneTkam HagMNOYe4YHUKOB B KPOBM 1386
OnpepeneHne cogepXaHna aHTUTEN K CTEPOUANPOLYLIMPYOLLUM
A12.06.071.000.04 | KneTKam ANYKa B KPOBU 1540
OnpepeneHne cogepXaHna aHTUTEN K CTEPOUANPOLYLIMPYOLLUM
A12.06.071.000.05 | KneTKkam nnaLeHTbl B KPOBMU 1848
OnpepeneHune copepyKaHUsa aHTUTEN K Tupo3nHpocdaTase (1A-2) B
A12.06.020.000.01 | kposu 3234
A12.06.013 OnpeaeneHne coaepaHna aHTUTPOMBOLIUTAPHbIX aHTUTEN 2772
A09.28.003 OnpeaeneHne 6enka B moye 120
A09.28.003.000.01 | OnpeaeneHune Konndectsa 6esika B CyTOYHON moYe 240




A09.28.003.001.01 | OnpegeneHne MMKpoanbbymmHa B Moye 450
A09.28.003.001.02 | OnpeaeneHne MUKPOabOYMMUHA B CYTOYHOM MoYe 450
A09.28.011 UccnepoBaHme ypoOBHA /IIOKO3bl B MOYe 130
A09.28.011.000.01 UccnepoBaHue ypoBHA FIHOKO3bl B CYTOYHOM MoYe 130
A09.28.027 OnpepaeneHne akTMBHOCTU asibda-ammiasbl B Moye 180
A09.05.180.000.01 | OnpegeneHne aKTMBHOCTM NAHKPEATUYECKOM aMmMIasbl B MOYe 300
A09.28.006 UccnepoBaHue ypOBHA KpeaTUHUHA B MoYe 150
A09.28.006.000.01 NccnepoBaHue ypoBHA KpeaTUHUHA B CYTOYHOM Moye 300
A09.28.009.000.01 UccnepoBaHue YPOBHA MOYEBUHbBI B CyTOYHOM MoYe 150
A09.28.010 UccnepoBaHue YPOBHA MOYEBOM KMUC/IOTbl B MOYe 150
A09.28.010.000.01 | UccnepoBaHMe YPOBHA MOYEBOM KMUC/IOTbI B CYTOYHOM MOYe 150

NccnepoBaHne ypoBHA SNEKTPONUTOB (KasniA, HaTpUiA, X/10p) B
A09.28.013.000.02 | cyTo4HOI moye 230

NccnepoBaHue ypoBHA 3N1EKTPOIMTOB (Kanui, HaTpuUIA, X10p) B
A09.28.013.000.01 | moue 400
A09.28.012.000.01 | WUccnepoBaHWe YPOBHSA KasbLmA B CYyTOYHON MoYe 300
A09.28.026.000.01 | WUccneposaHue ypoBHA ¢pochopa B CYTOYHON MoYe 150
A09.28.060.000.47 | WccnepoBaHue ypoBHA meTanna MarHuim B CyTO4HOM moye 300
A09.28.035.000.01 | WccnepoBaHWe ypOBHA KOPTM301a B CYTOYHOM Moye 700
A09.05.205.000.01 | WUccnepoBaHue ypoBHA C-nentuaa B CYyTOYHON moye 700
A09.28.034.000.01 | WUccnepoBaHWe YpOBHSA aApeHaMHa B CYyTOYHOM moYe 800
A09.28.034.000.02 | WccnepoBaHWe YPOBHA HOpPagpeHaMHa B CYTOYHON moye 800
A09.28.034.000.03 | WNccnepoBaHue ypoBHA AodaMUHA B CyTOYHOM Moye 800

NccnepgosaHue ypoBHA 5-rMApOKCMMHAO0NYKCYCHOM KMCAOTbI (5-
A09.28.042 OWNYK) B moue 881
A09.28.034.000.04 | WccnepoBaHWe YPOBHSA CEPOTOHMHA B CYTOYHOM Moye 800
A09.28.034.000.05 | WccnepoBaHWe YPOBHA rMCTaMUHA B CYTOYHOM Moye 800

KauecTBeHHOe onpeaeneHne ogHOM rpynnbl NCUXOAKTUBHbIX

BELLLeCTB, B TOM YMC/Ie HAPKOTUYECKUX CPEACTB U MCUXOTPOMHbIX
A09.28.055.001.01 BELLLEeCTB, UX MeTaboNNTOB B MOYE UMMYHOXMMUYECKUM MeTogom | 1694

KauecTBeHHOe onpeaeneHne ogHOM rpynnbl NCUXOAKTUBHbIX

BELLEeCTB, B TOM YMC/1e HAPKOTUYECKMX CPEACTB U NCUXOTPOMHbIX
A09.28.055.001.01 BELLLECTB, UX MeTaboINTOB B MOYE UMMYHOXMMMUYECKUM MeTogom | 1694

KauecTBeHHOe onpeaeneHne ogHOM rpynnbl NCUXOAKTUBHbIX

BELLEeCTB, B TOM YMC/1e HAPKOTUYECKMX CPEACTB U NCUXOTPOMHbIX
A09.28.055.001.01 BELLECTB, UX MeTaboNNTOB B MOYE UMMYHOXMMUYECKUM MeTogom | 1694

KauyecTBeHHOe onpeaeneHme ogHOM rpynmnbl NCUXOAKTUBHbIX

BELLEeCTB, B TOM YMC/1e HAPKOTUYECKUX CPEACTB U NCUXOTPOMHbIX
A09.28.055.001.01 BELLECTB, UX MeTaboNNTOB B MOYE UMMYHOXMMUYECKUM MeTogom | 1694

KauyectBeHHOe onpeaeneHne ogHOM rpynmnbl MCUXOAKTUBHbBIX

BELLEeCTB, B TOM YMC/1e HAPKOTUYECKUX CPEACTB U NCUXOTPOMHbIX
A09.28.055.001.01 BELLECTB, UX MeTaboNNTOB B MOYE UMMYHOXMMUYECKUM MeTogom | 1694
B03.016.006 O6WMit (KNMHUYECKUIA) aHaIN3 MOUM 250
B03.016.014 UccneposaHne movn metogom HeunnopeHko 200
A09.28.003.002.01 | OnpeaeneHne oKcanaToB B CYTOYHOM MoYe 600

KomnneKcHoe onpeaeneHmne KOHLLEHTPALLMKN CTEPOUNIHbIX
B03.016.023 ropMOHOB 4004
A09.28.034.001.01 | UccnhepoBaHuMe ypoBHA MeTaHePPUHOB B CYTOYHOM MoYe 2000

NccnepoBaHue ypoBHA cBOBOAHbIX MeTaHEPPUHOB B CyTOUHOM
A09.28.034.001.02 | moye 1000
A09.28.034.002.01 | UccnhepoBaHMe ypoBHS HOpMmeTaHeDPUHOB B CYTOYHOM MoYye 2000




UccnepoBaHue ypoBHA cBOH6OAHbIX HOpMeTaHepPMUHOB B CyTOYHOM

A09.28.034.002.02 | moue 1500
OnpepeneHue aHTMTeN Knacca M (anti-HAV IgM) Kk Bupycy
A26.06.034.001 renatuta A (Hepatitis A virus) B Kposu 400
Onpepenexune aHTureHa (HBsAg) Bupyca renatuta B (Hepatitis B
A26.06.036.001 Vvirus) B KpoBM, KauecTBeHHOe nccneaoBaHne 290
OnpeaeneHne aHTUTEN K MOBEPXHOCTHOMY aHTUreHy (anti-HBs)
BMpYyca renatuTa B (Hepatitis B virus) B KpoBu, KoiMyecTBeHHOE
A26.06.040.002 nccnegoBaHme 400
OnpeaeneHne aHTUTEN KNACCoOB K AgepHOMY aHTUreHy (HBcAg)
A26.06.039 BMpyca renatuTa B (Hepatitis B virus) B Kposu 400
OnpepfeneHuve aHTUTEN Knacca M K sgepHomy aHTureHy (anti-HBc
A26.06.039.001 IgM) Bupyca renaTtuta B (Hepatitis B virus) B Kposu 300
Onpepenexune aHTureHa (HbeAg) Bupyca renatuta B (Hepatitis B
A26.06.035 virus) B KpoBu 300
OnpepeneHue aHTUTEN K e-aHTUreHy (anti-HBe) Bupyca renatuTa B
A26.06.038 (Hepatitis B virus) B Kposu 300
OnpeaeneHne cyMmMapHbIx aHTUTen KnaccoB M u G (anti-HCV 1gG n
A26.06.041.002 anti-HCV IgM) k Bupycy renatuta C (Hepatitis C virus) B Kposu 450
OnpepeneHune aHTUTEN Knacca M (anti-HCV IgM) K Bupycy
A26.06.041.001.01 | renaTwuta C (Hepatitis C virus) B KpoBu 300
OnpegeneHne cyMmapHbIX aHTUTen KnaccoB M mn G (anti-HCV 1gG u
anti-HCV IgM) k Bupycy renatuta C (Hepatitis C virus) metogom
A26.06.041.002.02 | MMMYHOBNOTTUHTA B KPOBW, MOATBEPKAAIOLLMIA TECT 7500
OnpegeneHne aHTUTEN K BUpYycy renatuta D (Hepatitis D virus) B
A26.06.043 KpoBu 240
OnpeageneHne aHTUTen Knacca M (anti-HDV IgM) K Bupycy
A26.06.043.001 renatuta D (Hepatitis D virus) B kposu 240
OnpegeneHne aHtTUTen kKnacca G (anti-HEV IgG) K Bupycy renatuta
A26.06.044.002 E (Hepatitis E virus) B Kposu 240
OnpeaeneHne aHTUTen Knacca M (anti-HEV IgM) K Bupycy
A26.06.044.001 renatuTa E (Hepatitis E virus) B kposu 240
OnpeaeneHne aHTUTen Knacca G (1gG) K BUpycy NnpocToro repneca
A26.06.045.002 2 Tuna (Herpes simplex virus 2) B Kposu 260
OnpeaeneHne aHTUTen Knacca G (IgG) K BUpycy npocToro repneca
A26.06.045.001 1 Tnna (Herpes simplex virus 1) B KpoBu 260
Onpepenexune aHTUTeN Knacca M (IgM) K Bupycy npocToro repneca
A26.06.045.003 1 1 2 Tmnos (Herpes simplex virus types 1, 2) B KpoBu 260
OnpeaeneHne aHTUTen Knacca G (1gG) K uuTomeranosupycy
A26.06.022.001 (Cytomegalovirus) B kKpoBu 400
OnpepeneHune aHTUTen Knacca M (IgM) K umtomeranosmpycy
A26.06.022.002 (Cytomegalovirus) B kKpoBu 400
OnpeaeneHne UHAEKCa aBUAHOCTM aHTUTEN Knacca G (IgG avidity)
A26.06.022.003 K untomeranosupycy (Cytomegalovirus) B Kposu 770
OnpepeneHune aHTUTeN Knacca G (IgG) K KancngHoOMy aHTUreHY
A26.06.029.002 (VCA) Bupyca dnwTteiiHa-bapp (Epstein - Barr virus) B Kposu 800
OnpepeneHune aHTMTen Knacca M (IgM) K KancugHoMy aHTUreHy
A26.06.029.001 (VCA) Bupyca InwTteiHa-bapp (Epstein - Barr virus) B Kposu 360
OnpeaeneHne aHTUTen Knacca G (1gG) kK agepHomy aHTUreHy (NA)
A26.06.031 BMpyca dnwTenHa-bapp (Epstein-Barr virus) B Kposu 360
OnpeaeneHne aHTUTen Knacca G (1gG) K paHHUM 6enkam (EA)
A26.06.030 BMpYyca dnwTenHa-bapp (Epstein-Barr virus) B Kposu 900




OnpepeneHune aHTUTeN Knacca G (IgG) K BUpYCY BETPAHOM OCMbl U

A26.06.084.001 onoscbiBatollero anwas (Varicella-Zoster virus) B Kposu 360
OnpepeneHune aHTUTeN Knacca M (IgM) K BUpYCy BETPSHOM OCMbl U
A26.06.084.002 onoscbiBatollero anwas (Varicella-Zoster virus) B Kposu 360
OnpeaeneHne aHTUTen Knacca G (1gG) K Bupycy KpacHyxu (Rubella
A26.06.071.001 virus) B KpoBu 500
OnpepeneHune aHTMTeN Knacca M (IgM) K BUpYCY KpacHyxu
A26.06.071.002 (Rubella virus) B kKposu 500
A26.06.056.001 OnpeaeneHne aHTUTen Knacca G (1gG) K BUpYCYy KOpW B KPOBU 1050
OnpeaeneHne aHTUTen knacca G (1gG) Kk supycy napotuTa (Mumps
A26.06.112.001 virus) B KpoBu 360
OnpepeneHue aHTUTeN Knacca M (IgM) K BUpycy napoTuTa
A26.06.112.002 (Mumps virus) B Kposwu 550
OnpepeneHune aHTUTeN Knacca G (IgG) K napsoBupycy B19
A26.06.063.001 (Parvovirus B19) B KpoBu 600
OnpepeneHue aHTuTen Knacca M (IgM) Kk napsosupycy B19
A26.06.063.002 (Parvovirus B19) B KpoBu 600
OnpepeneHune aHTMTen Knacca G (IgG) K BUpYCY KnelleBoro
A26.06.088.002 sHuedanumTa B KPOBU 360
OnpepeneHue aHTMTeN Knacca M (IgM) K BMpYyCy KnelleBoro
A26.06.088.001 sHuedanuTa B KPOBMU 360
OnpegneneHuve aHTUTEN K 6iegHoM TpenoHeme (Treponema
A26.06.082 pallidum) B kKpoBu 260
OnpegeneHne aHTUTeN Knacca M (IgM) K 6regHol TpenoHeme
(Treponema pallidum) nmmyHodpepmeHTHbIM meTogom (MDPA) B
A26.06.082.002.01 | kpoBsu 280
OnpegeneHne aHTUTen Knacca G (1gG) K xnammgmm TpaxomaTnc
A26.06.018.003 (Chlamydia trachomatis) B kposu 240
OnpegeneHne aHTUTEN Knacca A (IgA) K xnammgmm TpaxomaTuc
A26.06.018.001 (Chlamydia trachomatis) B kpoBu 240
OnpeaeneHne aHTUTeN Knacca M (IgM) K xnamnamnm TpaxomaTtumc
A26.06.018.002 (Chlamydia trachomatis) B kposu 240
OnpegeneHne aHTUTen Knacca G (1gG) K MMKoNasme XOMUHUC
A26.06.057.000.04 | (Mycoplasma hominis) B Kposu 440
OnpegeneHne aHTUTeN Knacca A (IgA) K MMKoN1a3ame XOMUHMUC
A26.06.057.000.05 | (Mycoplasma hominis) B Kposu 290
OnpeaeneHne aHTUTen Knacca G (1gG) K ypeannasme ypeanntmukym
A26.06.057.000.06 | (Ureaplasma urealyticum) B Kposu 340
OnpeaeneHne aHTUTeN Knacca A (IgA) K ypeannasme ypeasMTUKym
A26.06.057.000.07 | (Ureaplasma urealyticum) B Kposu 280
OnpeaeneHne aHTUTen Knacca G (1gG) K xnammamm NnHEBMOHUU
A26.06.016.000.03 | (Chlamydia pheumoniae) B Kposu 300
OnpepeneHune aHTUTeN Knacca M (IgM) K xnammanmn nHEBMOHMUM
A26.06.016.000.02 | (Chlamydia pheumoniae) B Kposu 300
OnpepeneHune aHTUTen Knacca G (IgG) K MMKonaasme NHEBMOHUU
A26.06.057.000.02 | (Mycoplasma pneumoniae) B KpoBu 300
OnpepeneHue aHTUTen Knacca M (IgM) K MMKonnasme NHEBMOHMMU
A26.06.057.000.01 | (Mycoplasma pneumoniae) B KpoBu 300
OnpeaeneHne aHTUTen Knacca G (1gG) K Bo3byauTeNto KoKW a
A26.06.103.000.03 | (Bordetella pertussis) B Kposu 700
OnpepeneHune aHTUTeN Knacca M (IgM) K Bo36yauTeNto KOKAtoLWa
A26.06.103.000.02 | (Bordetella pertussis) B KpoBu 800




UccnepoBaHme CyMmMapHbIX aHTUTEN K aHTureHam Mycobacterium

A26.06.138.000.01 | tuberculosis complex B Kposu 650
OnpepeneHune aHTUTeN Knacca G (1gG) K audTepuiiHomy
A26.06.104.000.01 | aHaTOKCUHY B KPOBMU 240
OnpepeneHune aHTUTEN Knacca G (IgG) K xennkobakTep nunopm
A26.06.033.000.01 | (Helicobacter pylori) B Kposu 360
OnpeaeneHne aHtTUTen Knacca G (1gG) kK xennKkobaKTep nuaopu
A26.06.033.000.02 | (Helicobacter pylori) meTogom UMMYHOBNOTTUHIA B KPOBM 2800
OnpeaeneHne aHTUTEN K canbMoHennam (Salmonella) metogom
A26.06.077.000.01 | peakuuu naccuBHoM remarrnotuHaumm (PMNTrA) B Kposu 800
OnpeaeneHne aHTUTen kKnaccos M, G (IgM, I1gG) K wnrenne 3oHHe
A26.06.097 (Shigella sonnei) B KpoBu 240
OnpepeneHune aHTUTeN Knaccos M, G (IgM, IgG) K wurenne
A26.06.098 ®nekcHepa (Shigella flexneri) B KpoBu 240
Onpepenexuve aHTuTen KnaccoB M, G (IgM, 1gG) K nepcuHum
A26.06.094 ncesaoTybepkynesa (Yersinia pseudotuberculosis) B Kposu 550
OnpepeneHune aHTuTeN Knacca G (IgG) K Bo3byguTensam
MKCOA0BbIX KNelleBblx boppennosos rpynnbl Borrelia burgdorferi
A26.06.011.002 sensu lato B KpoBsu 600
OnpepeneHune aHTUTen Knacca M (IgM) K Bo3byguTtensm
MKCOA0BbIX KNelleBblx boppennosos rpynnbl Borrelia burgdorferi
A26.06.011.001 sensu lato B Kposu 1150
OnpepeneHne cymmMapHbIx aHTUTeN K 6pyuennam (Brucella spp) B
A26.06.012.000.01 peaKkLMn NacCMBHOM reMarrntoTUHALUK 550
OnpegeneHne aHTUTEN K rpnbam poga KaHamnaga (Candida spp) B
A26.06.006.000.02 | Kposwu 300
OnpegeneHne aHTUTen Knacca G (I1gG) K rpnbam poga acneprunbl
A26.06.006.000.01 | (Aspergillus fumigatus) B kpoBu 300
OnpegeneHne aHTUTen Knacca G (1gG) kK Tokconnasme (Toxoplasma
A26.06.081.001 gondii) B KpoBu 260
OnpegeneHne aHTUTen Knacca M (IgM) K Tokconnasme
A26.06.081.002 (Toxoplasma gondii) B KpoBu 260
OnpegeneHne UHAEKCa aBUAHOCTM aHTUTEN Knacca G (1gG avidity)
A26.06.081.003 aHTUTen K Tokconnasme (Toxoplasma gondii) B kposu 360
OnpeaeneHne aHTUTen Knacca G (IgG) K ToKcoKape cobak
A26.06.080.000.01 | (Toxocara canis) B KpoBu 600
OnpeaeneHne aHtTUTen kKnacca G (1gG) K 3XMHOKOKKY
A26.06.025.000.01 | (Echinococcus) B KpoBu 700
OnpeaeneHne aHTUTen Knacca G (1gG) kK Bo3byauTento
A26.06.062.000.01 | onuctopxosa (Opisthorchis) B Kposu 700
A26.06.079.000.01 | OnpeaeneHune aHTUTeN Knacca G (IgG) K TpuxmnHennam (Trichinella) | 600
A26.06.121.000.01 | OnpegeneHune aHTMTeN Knacca G (1gG) K ackapuaam (Ascaris) 440
OnpeaneneHne aHTUTEN KnaccoB A, M, G (IgM, IgA, 1gG) Kk
A26.06.032 NAMBINAM B KPOBM 500
OnpepeneHune aHTUTeN Knacca G (IgG) K TPMXOMOHAC BarMHanuc
A26.06.015.003.01 | (Trichomonas vaginalis) B Kposu 550
MMUKpocKonuyeckoe uccneoBaHne HATUBHOIO M OKPALLEHHOTO
A12.09.010 npenapaTta MOKPOTbI 130
MUKpocKonuyeckoe uccnesoBaHne MOKPOTbI HA MUKOBaKTepum
A26.09.001 (Mycobacterium spp) 600
MMUKpocKonuyeckoe nccneoBaHne HATUBHOIO M OKPALLIEHHOTO
A12.09.014 npenapaTa NAeBpasibHOM XNAKOCTU 616




MWKpocKonMuyeckoe uccnegoBaHue NaespasbHOM XUAKOCTU Ha

A26.09.092 MUKobaKTepuii TybepKkynesa (Mycobacterium tuberculosis) 616
MuKpocKonMyecKkoe nccnefoBaHME CMIMHHOMO3MOBOM XUAKOCTH
A26.23.003 Ha MUKobaKTepun Tybepkynesa (Mycobacterium tuberculosis) 616
A09.04.003.000.01 | ObLWEeKANHNYECKOE UcCneaoBaHMeE CUHOBMAJIbHOM XKUAKOCTU 616
MuKpocKonMyeckoe UccnesoBaHne CMHOBMAbHOM XUAKOCTU Ha
A26.04.017 MUKobaKTepuii TybepKkynesa (Mycobacterium tuberculosis) 616
MuKpocKkonmMyeckoe uccnesoBaHme ypeTpasbHOro oT4enaemoro 1
A12.21.003 COKa npocTarthl 131
MuKpocKkonuyeckoe uccnesoBaHmMe HOrTeBbIX NAACTUHOK Ha
A26.01.033 rpubbl (ApoXKKeBble, NAecHeBble, AePMaTOMULIETbI) 300
MuKpockonuyeckoe nccnenoBaHne cockoba ¢ KoM Ha rpubbl
A26.01.015 (BporkxKeBble, NnecHeBble, 4EPMATOMULETDI) 300
A26.01.011.000.01 | MuKpocKonuyeckoe uccaefoBaHMe BOAOC Ha rpmbbl 130
MuKpocKkonmMyeckoe nccnenoBaHme BOMOCAHbIX IYKOBUL, PECHUL,
A26.01.011.000.02 Ha KnewLer poga AemMoaeKc 340
MuKpoburonoruyeckoe (KynbTypanbHOE) uccnesoBaHne MoYn Ha
a3pobHble M PpaKyNbTaTUBHO-aHa3POb6HbIE YCNOBHO-MATOreHHbIEe
A26.28.003 MUKPOOPraHU3mbl 600
MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeL0BaHNE OCafKa
A26.28.007.000.01 | mouu Ha rpmbbl poga KaHauaa (Candida spp) 500
MuKpobuonornyeckoe (KyabTypaabHOE) UCCAEL0BaHNE MOYM HA
A26.21.004.000.07 | ypeanna3smy (Ureaplasma spp) c onpegeneHnem Tutpa 1400
MuKpoburonoruyeckoe (KynbTypanbHOE) UcCnesoBaHNE MOYM HA
A26.21.004.000.09 | mukonnasmy (Mycoplasma hominis) c onpegeneHnem TuTpa 1400
MuKpoburonornyeckoe (KynbTypanbHoe) nccnenoBaHme
OTAEeNAEMOro U3 Blaranmwa Ha aspobHble 1 GpaKkyAbTaTUBHO-
A26.20.008.000.03 | aHa3pOb6HbIE MUKPOOPraHU3MblI 1300
MuKpoburonornyeckoe (KynbTypanbHoe) nccnefoBaHme
A26.20.002.000.02 | oTaensemoro M3 BiaranuLia Ha roHOKoKK (Neisseria gonorrhoeae) | 900
MuKpoburonoruyeckoe (KynbTypanbHOE) uccnesoBaHne
B/1ara/IMLLHOINO OTAENAEMOro Ha TPUXOMOHACBArMHaamC
A26.20.017 (Trichomonas vaginalis) 900
NccnepoBaHue MMKpobuoLLeHo3a KMwedyHMKa (ancbakrepmos)
A26.05.016.001 KYAbTYpanbHbIMWU MeTO4amMu 1100
MuKpoburonornyeckoe (KynbTypanbHOE) UcCnesoBaHNE IAKYNATA
Ha aspobHble 1 GaKyIbTAaTUBHO-aHA3POOHbIE YCIOBHO-
A26.21.026 NaToreHHble MMKPOOPraHU3MbI 1186
MuKpoburonornyeckoe (KynbTypanbHoe) uccnefoBaHue 3AKyATa
A26.21.014.000.03 | Ha rpubbl poaa KaHamaa (Candida spp) 1186
B03.016.010 Konponoruyeckoe nccneposaHune 340
JKcnpecc-uccnenoBaHMe Kana Ha CKPbITYHO KpOBb
A09.19.001.001 MMMYHOXPOMATOrpadpuYeckum meToaom 1200
A09.19.013 UccnepoBaHme ypoBHA KalbNPOTEKTUHA B Kasie 3600
A09.19.010 OnpepeneHne akTMBHOCTU NaHKpPeaTUYeCcKoM 3n1acTasbl-1 B Kane 2300
A09.19.012 UccneposaHme yrnesonos B Kane 500
MuKpoCcKonMYyecKkoe nccnefoBaHWe Kana Ha ANLA U IMYNHKK
A26.19.010 re1lbMMHTOB 200
MuKpocKonMyecKkoe nccnefoBaHNe OTNEYATKOB C MOBEPXHOCTH
KOXKM NepuaHaibHbIX CKNAZO0K Ha Alua octpuL, (Enterobius
A26.01.017 vermicularis) 240
NmmyHOoxpomaTorpaduyeckoe skcnpecc-mccnegoBaHme Kana Ha
A26.19.096 KuleyHble nambanm (Giardia intestinalis) 900




A26.19.089.000.01

MmmyHoxpomaTorpaduryeckoe aKcnpecc-ucciefoBaHmne Kana Ha
POTaBMPYC U af,eHOBUPYC

500

A26.06.082.003.01

OnpeaeneHne aHTUTeN K 6i1eaHoM TpenoHeme (Treponema
pallidum) B peakumn naccusHol remarrnotmHauuu (PMraA) s
KPOBW, KA4eCTBEHHOE UCCef0BaHMe

260

A26.06.082.001.01

OnpepeneHuve aHTUTEN K 6iegHon TpenoHeme (Treponema
pallidum) B HeTpenoHemHbIx TecTax (RPR, PMI) B KpoBw,
KayecTBeHHOE Uccief0BaHne

210

B03.014.004.000.01

Mukpoburonormyeckoe (KynbTypasibHOe) UccieaoBaHWe Kana Ha
[AMapOreHHbIN 3WEepPUXM0o3, BbidBaHHbIN MHbeKuuel Escherichia
Coli

420

A26.19.008

Mukpobuonornyeckoe (KyabTypaibHOE) UCCEL0BaHUE Kasla Ha
a3pobHble U paKyNbTaTUBHO-aHA3POOHbIE MUKPOOPraHU3MbI

1190

A26.19.080.000.01

MuKkpobuonormyeckoe (KynbTypanbHOe) UccaefoBaHMe Kana Ha
MWKPOOPraHM3Mbl poZa canbmoHesnna (Salmonella spp) u wurenna
(Shigella spp)

980

A26.30.010.000.27

Mukpobuonornyeckoe (KyabTypaibHOE) UCCEL0BaHUE Kala Ha
30/10TUCTbIN cTadUNOKOKK (Staphylococcus aureus)

500

A26.19.009

MuKpoburonoruyeckoe (KynbTypanbHoe) nccnefoBaHMe Kana Ha
rpmbbl poaa KaHanaa (Candida spp)

1200

A26.20.016.000.01

MuKpobuonoruyeckoe (KynbTypanbHoe) nccnegoBaHue
B/1ara/IMLLLHOMO OTAEeNseMoro Ha rpnbbl poaa KaHamaa (Candida

spp)

1200

A26.08.001.000.01

MuKpobuonornyeckoe (KyabTypaabHOE) UCCe0BaHNE
OTZe/INEMOrO M3 POTOI/IOTKM Ha NasfoYKy gudrepumn
(Corynebacterium diphtheriae)

800

A26.09.010.000.01

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAe0BaHNE
MOKPOTbI/NaBaXKHOMN MUAKOCTU Ha a3pobHble M GaKyNbTaTUBHO-
aHa3pPO6HbIE MMKPOOPraHU3Mbl

500

A12.20.001.000.01

MuKpockonuyeckoe (bakTepMocKonuyeckoe) ncciegosaHme
Mas3Ka, OKpalleHHOoro no Mpamy

200

A26.05.001.000.05

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeA0BaHNE KPOBM Ha
CTEPUNBLHOCTb C ONpeaesieHNEM YyBCTBUTENbHOCTU K
aHTUOMOTUYECKMM M aHTUMUKOTUYECKMM NpenapaTam

2002

A26.30.009

MuKpobuonornyeckoe (KyabTypasabHOE) UccienoBaHme rpyaHoro
MO/IOKa Ha a3pobHble M paKybTaTUBHO-aHaspPobHble
MWKPOOPraHU3Mbl

1617

A26.30.010

MuKpobuonornyeckoe (KyabTypanbHOE) Uccaea0BaHNe rPyAHOMo
MO/IOKa Ha 30/I0TUCTbIN CTadUIOKOKK

1463

A26.14.002

MuKpobuonornyeckoe (KynbTypanabHOE) UCCAeA0BaHME Kenum Ha
a3pobHble U GpaKyNbTaTUBHO-aHa3POOHblE MUKPOOPTraHU3Mbl

501

A26.30.006

OnpeaeneHune 4yBCTBUTENLHOCTU MUKPOOPTraHNU3MOB K
b6akTepuodaram

250

A26.08.006.000.01

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeA0BaHME
OTZeNIAEMOr0 CO CIM3UCTON 060/104KM HOCa Ha a3po6Hbie U
$aKyNbTaTMBHO-aHa3PO6HbIe MUKPOOPTraHU3Mbl

1400

A09.05.075.000.03

MccnepoBaHme ypoBHA 3CTEpPa3HOro nHrmbumtopa C1 KomnaemeHTa
(dyHKUMOHANbHOrO)

2200

A26.05.020.001

OnpeaenexHne AHK Bupyca renatuta B (Hepatitis B virus) B Kposu
meTtogom MNUP, kayecTtBeHHOE UccnegoBaHue

700

A26.05.020.002

OnpeaenexHne AHK Bupyca renatuta B (Hepatitis B virus) B Kposu
meTtogom lMUP, KonnyectseHHOe UccnenoBaHmne

1800




A26.05.019.001

Onpepenexune PHK Bupyca renatuta C (Hepatitis C virus) B Kposu
metogom lMLP, kKauecTBeHHOE nccnegoBaHue

800

A26.05.019.002

Onpepenexune PHK Bupyca renatuta C (Hepatitis C virus) B Kposu
metogom lMLP, konnyectseHHOE nccnegoBaHue

1500

A26.05.019.003.02

OnpeaeneHne reHotuna (reHotunsl: 1a, 1b, 2, 3, 4) Bupyca
renatuta C (Hepatitis C virus)

2200

A26.05.019.003.01

OnpeaeneHne reHotuna (reHotunsl: 1a, 1b, 2, 3) Bupyca renatuTa
C (Hepatitis C virus)

2000

A26.05.023.001

Onpepenexune PHK Bupyca renatuta D (Hepatitis D virus) B KpoBu
metogom lMUP, kKayecTtBeHHOE uccnegoBaHue

800

A26.05.026.001

Onpegenenune PHK supyca renatuta G B Kposn metogom MLP

900

A26.05.019.001.02

Onpepenexune OHK Bupyca renatuTa Bupyca renatmuta TT (TTV) B
Kposu metogom lMLP, KayuectBeHHOe nccnenosaHue

900

A26.05.035.001

Onpepenenune OHK Bupyca npoctoro repneca 1 n 2 Tunos (Herpes
simplex virus types 1, 2) metogom MMLP B KpoBM, KauecTBeHHOE
nccnegosaHue

515

A26.05.035.001.03

Onpepenenune OHK Bupyca npoctoro repneca 1 n 2 Tunos (Herpes
simplex virus types 1, 2) B cntoHe metogom MNLP, KayecTBeHHoe
nccnegosaHue

280

A26.28.023.001

Onpepenenune OHK Bupyca npoctoro repneca 1 n 2 Tunos (Herpes
simplex virus types 1, 2) B mo4ye metogom MNLP

350

A26.21.009.001.02

Onpepenexune OHK Bupyca npoctoro repneca 1 n 2 Tunos (Herpes
simplex virus types 1, 2) B cekpeTe npocTaTbl metogom MLLP,
KayecTBeHHOe ucciefoBaHue

280

A26.21.009.001.03

OnpegeneHne JHK Bupyca npocroro repneca 1 1 2 Tunos (Herpes
simplex virus types 1, 2) B asakynsate metogom MNLP, KauecTBeHHOe
nccnegoBaHue

251

A26.05.035.001.02

Onpegenexne JHK Bupyca npocroro repneca 1 1 2 Tunos (Herpes
simplex virus types 1, 2) B BbINOTHOM *Xungkoctn metogom MLP,
KayecTBeHHOe ucciefoBaHue

280

A26.23.008.001

Onpeaenexne JHK Bupyca npoctoro repreca 1 1 2 Tunos (Herpes
simplex virus types 1, 2) B CNMHHOMO3rOBOW *KUAKOCTU METOAOM
nup

251

A26.05.017.001.01

Onpegenexnne JHK untomeranosmpyca (Cytomegalovirus)
metogom lMUP B KpoBM, KauecTBeHHOE nccnegosaHue

500

A26.08.058.001.02

Onpeaenexnne AHK untomeranosupyca (Cytomegalovirus) B
oTAENAEMOM CO CN3UCTbIX 060104EK Pa3NYHbBIX JIOKYCOB (33
NCK/IlOYEHMEM YPOTeHUTANbHOIO TPaKTa) meTogom MLUP,
KayecTBEHHOe ucciefoBaHue

280

A26.07.007.001

OnpeaenexHne JHK untomeranosmpyca (Cytomegalovirus)
meTozom MNLP B cntoHe, KauecTBEHHOE Uccaef0BaHNe

400

A26.28.009.001

OnpeaenexHne AHK untomeranosupyca (Cytomegalovirus) B moue
metogom lMLP, kayecTBeHHOe nccnegoBaHue

400

A26.05.017.001.03

Onpegaenexve JHK uMtomeranosupyca (Cytomegalovirus) B
BbINOTHOM XMAKOCTU meTogom MLP, KauecTBeHHOE UcciegoBaHMe

280

A26.23.009.001

Onpegaenexve JHK uMtomeranosupyca (Cytomegalovirus) B
CMMHHOMO3rOBOW XnaKocTn metogom MLUP, KauecTBeHHoe
nccnepoBaHue

280

A26.08.059.001.02

OnpeaenexHne AHK Bupyca InwTtenHa-bapp (Epstein - Barr virus) B
oTAENAEMOM CO CN3UCTON 0600YKM HOCOFNOTKM MeTogom MLP,
KayecTBEHHOe UcciefoBaHue

280

A26.08.059.001.01

OnpeaenexHne AHK Bupyca InwTtenHa-bapp (Epstein - Barr virus) B
cntoHe metogom MNUP, KayecTBeHHOE UccaesoBaHue

400




A26.05.011.001.01

Onpepenexune OHK supyca dnwTenHa-bapp (Epstein - Barr virus)
metogom lMLP B KpoBuK, KauecTBeHHOE UccnegosaHme

500

A26.26.016.001.01

Onpegenexne [JHK Bupyca BeTpAHOM OCMbl U ONOACHIBAIOLLETO
nvuwan (Varicella-Zoster virus) B oTaensemom co cimM3ncToi
060104KkKM Hoca meTogom MLP, KauecTBeHHOE UccieaoBaHMe

400

A26.23.011.001.02

OnpegenerHne HK BupycaBeTpAHON OCMbl M ONOACHIBAOLWLENO
nvuwan (Varicella-Zoster virus) B cntoHe metogom MLP,
KaQuecTBeHHOe uccnesoBaHme

400

A26.23.011.001.03

OnpegeneHne HK BupycaBeTpAHON OCMbl M OMNOACHIBAOLWLENO
nvwas (Varicella-Zoster virus) B BbINOTHbIX *KUAKOCTAX METOA0M
MUP, kayectBeHHOE MccnegoBaHue

400

A26.05.042.001

Onpegenexne JHK Bupyca BeTpAHOM OCMbl U ONOACHIBAOLLETO
nuuwas (Varicella-Zoster virus) B kposu metogom MLP,
KaQuecTBEHHOe UccnefoBaHme

595

A26.23.011.001

OnpegenexHne AHK BupycaBeTpAHON OCMbl U ONOACLIBAOLWENO
nvuwan (Varicella-Zoster virus) B CTMHHOMO3rOBOM }UAKOCTU
metogom lMUP

616

A26.05.033.001.01

Onpepenexune OHK Bupyca repneca 6 Tuna (HHV6) metogom MLP
B KPOBM, KaueCTBEHHOE Uccne[0BaHme

550

A26.08.060.001.01

Onpepenexune OHK Bupyca repneca 6 Tuna (HHV6) B oTgenaemom
€O cM3uncTon 060104KM HOCOrNOTKN meTogom MMLP, KauecTBeHHOE
nccnepoBaHue

450

A26.07.008.001.01

Onpepenexune OHK Bupyc repneca yenoseka 6 Tuna (HHV 6) B
cntoHe metogom MNLUP, KauecTBeHHOE nUccaegoBaHue

500

A26.21.009.001.04

OnpeaenexHne JHK Bupyca repneca 6 Tuna (HHV6) B cekpete
npoctatbl metogom MNLP, kayecTBeHHOE nccnegoBaHe

385

A26.21.009.001.06

OnpegenexHne JHK Bupyca repneca 6 Tuna (HHV6) B moue
metogom lMLP, kauecTBeHHOE nccnegoBaHue

450

A26.21.009.001.05

OnpegenexHne HK Bupyca repneca 6 Tuna (HHV6) B asakynarte
metogom lMLP, kauecTBeHHOE nccnegoBaHue

385

A26.05.033.001.03

Onpegenexne OHK Bupyca repneca 6 Tuna (HHV6) B BbinoTHOM
RugKoctn metogom MNLUP, KauecTBEHHOE UCCe0BaHNE

385

A26.23.016.001

OnpeaeneHne JHK Bupyca repneca 6 Tuna (HHV6) B
CMMUHHOMO3roBOM *KnaKocTn metoaom MLP, KauecTBeHHOe
nccnegoBaHue

462

A26.05.033.001.04

Onpeaenexne OHK Bupyca repneca 8 Tuna (HHV8) B Kposwu
meTtogom MNLLP, kKayecTBeHHOEe UccnenoBaHue

450

A26.07.008.001.02

OnpeaenexHne OHK Bupyca repneca 8 Tuna (HHV8) B cntoHe
meTtogom MNLLP, kKayecTBeHHOEe uccnenoBaHue

450

A26.23.016.001.01

Onpeaenexne OHK Bupyca repneca 8 Tuna (HHV8) B nnkeope
meTtogom MNLLP, kKayecTBeHHOEe uccnenoBaHue

462

A26.21.009.001.09

OnpeaenexHne AHK Bupyca repneca 8 tuna (HHV8) B moue
metogom lMLP, kayecTBeHHOe nccnegoBaHue

450

A26.21.009.001.07

OnpeaenexHne OHK Bupyca repneca 8 Tuna (HHV8) B cekpete
npoctatbl metogom MNLP, KayecTBEHHOE NccnenoBaHNe

385

A26.21.009.001.08

OnpeaeneHne OHK Bupyca repneca 8 Tuna (HHV8) B aakynarte
metogom lMLP, kayecTBeHHOe nccnegoBaHue

385

A26.07.010.001

OnpeaeneHne PHK Bupyca kpacHyxu (Rubella virus) metogom MLP
B C/IlOHE, KauecTBEHHOE UccneaoBaHue

800

A26.05.039.001.01

OnpeaeneHne PHK Bupyca kpacHyxu (Rubella virus) metogom MLP
B KPOBW, Ka4eCcTBEHHOE MCcCe0BaHue

800

A26.23.019.001

OnpeaeneHne PHK Bupyca KpacHyxu (Rubella virus) B
CMMHHOMO3roBOM XnaKoctn metogom MLP

770




Onpepenenune OHK napsosupyca B19 (Parvovirus B19) B
OTAE/IAeMOM CO CN3UCTOM 060/104KN HOCOTrNOTKM meTogom [MLP,

A26.08.057.001.01 KayecTBEHHOE uUccieaoBaHme 770
Onpepenexune OHK napsosupyca B19 (Parvo virus B19) metogom
A26.07.009.001 MUP B cntoHe, KayecTBeHHOE nccnegoBaHue 700
OnpeaeneHne AHK napsosupyca B19 (Parvovirus B19) s
A26.30.014.001.02 BbIMNOTHOW }nakoctn metogom lMLP, kauecTBeHHOe uccnenosaHue | 847
OnpeaenexHne AHK napsosupyca B19 (Parvovirus B19) metoaom
A26.05.032.001.01 MUP B KpoBM, KAaYeCcTBEHHOE UccnegoBaHme 600
OnpeaenexHne AHK napsosupyca B19 (Parvovirus B19) s
CMMHHOMO3roBOM Xunakoctn metogom MLUP, kKauecTBeHHOE
A26.23.015.001 nccnegoBaHme 770
OnpegeneHnem YyBCTBUTE/IbHOCTU NENKOLUTOB KPOBU K
A12.06.078.000.02 | nHayktopy nHtepdepoHa Heosump 700
OnpeaeneHnem 4yBCTBUTE/IbHOCTU NENKOLUTOB KPOBU K
A12.06.078.000.03 | nHaykTopy nHTepdepoHa AMUKCUH 700
OnpegeneHnem 4yBCTBUTE/IbHOCTU NENKOLUTOB KPOBU K
A12.06.078.000.04 | nHayktopy MHTepdepoHa Karouen 700
OnpeaeneHvem 4yBCTBUTENIbHOCTM IEMKOLMTOB KPOBM K
A12.06.077.000.01 | npenapaTy uHTepdepoHa MHTpOH 700
OnpeaeneHvem YyBCTBUTENIbHOCTM IEMKOLMTOB KPOBM K
A12.06.077.000.02 | npenapaTy uHTepdepoHa MHrapoH (rammadepoH) 700
OnpeaeneHvem 4yBCTBUTENIbHOCTM IEMKOLMTOB KPOBM K
A12.06.077.000.03 | npenapaTy uHTepdepoHa PeanbanpoH 700
OnpepeneHnem 4yBCTBUTENIbHOCTM IEMKOLMUTOB KPOBM K
A12.06.077.000.04 | npenapaTy uHtepdepoHa PeadepoH 700
OnpepeneHMem 4yBCTBUTENIbHOCTM IEMKOLMTOB KPOBM K
A12.06.079.000.01 | ummyHomogmynatopy MmmyHan 700
OnpepeneHnem 4yBCTBUTENIbHOCTM IEMKOLMTOB KPOBM K
A12.06.079.000.02 | ummyHomoaynaTopy MoAnMoKCUAOHNM 700
OnpeaeneHnem 4yBCTBUTENbHOCTM JIEAKOLLUTOB KPOBM K
A12.06.079.000.03 | ummyHomogmynatopy Manasut 700
OnpeaeneHnem 4yBCTBUTENBHOCTM IEMKOLMTOB KPOBM K
A12.06.079.000.04 | ummyHomoaynatopy MmmyHodaH 700
OnpeaeneHnem 4yBCTBUTENbHOCTM IEMKOLMTOB KPOBM K
A12.06.079.000.06 | ummyHomogynatopy Jinkonmg, 700
OnpepeneHnem 4yBCTBUTEIbHOCTU NENKOLIUTOB KPOBU K
A12.06.079.000.07 | ummyHOMmOAyNAaTopy T-aKTUBMH 700
OnpepeneHnem 4yBCTBUTEIbHOCTU NENKOLIUTOB KPOBU K
A12.06.079.000.08 | ummyHomoaynatopy TumoreH 700
OnpeaenexHne JHK nHeBMOKOKKa (Streptococcus pneumoniae) B
A26.05.046.001 Kposu metogom [LLP 250
Onpepenexne [HK Streptococcus pneumoniae B oTAeNAeMOM CO
CAN3UCTOM 0607104KN HOCOTNOTKM MeTogom MLP, KauecTBeHHOE
A26.08.033.001.01 nuccnegoBaHme 280
OnpepenerHune AHK Streptococcus pneumoniae B MOKpoOTe
A26.09.050.001.01 | metomom MUP, KauecTBeHHOE UCCnea0BaHME 280
Onpegenexne JHK Streptococcus pneumoniae B C/IlOHE METOAOM
A26.09.050.001.02 MLP, kayecTBeHHOE UccneaoBaHme 280
Onpepenexne JHK Streptococcus pyogenes B 0T4ENSE€MOM CO
CAN3UCTOM 060104KMN HOCOrNOTKM meTogom [MLLP, KauecTBeHHOE
A26.08.037.001.01 nuccnegoBaHmne 280




A26.01.026.001.01

OnpeaeneHne AHK Streptococcus pyogenes (SGA) B oTaensemom
CO CM3UCTLIX 060I0YEK PA3/IMYHBIX JIOKYCOB (33 UCKAOYEHMEM
yporeHuTanbHoOro Tpakta) metogom MNP, KauecTBeHHOe
nccnepoBaHue

280

A26.09.054.001.01

Onpegenenne JHK Streptococcus pyogenes B CNtOHE MeTO40M
MUP, kayecTBeHHOE nccnegoBaHue

280

A26.05.012.001.01

Onpeaenexnne AHK xnamuauii (Chlamydophila pneumoniae) 8
Kposu metogom lNLP, kayuectBeHHOe nccnegosaHue

300

A26.08.030.001

Onpegenenne JHK Chlamydophila pneumoniae B maskax co
CN3UCTOM 060104KN HOCOFNOTKM MeTogom MLP

280

A26.09.047.001

OnpepenerHne AHK Chlamydophila pneumoniae B mokpoTte
(MHAyuupoBaHHOWM MOKpPOTE, papUHTro-TpaxeanbHbIX acnnpaTax)
metogom lMUP

280

A26.09.047.001.01

Onpegenernne JHK Chlamydophila pneumoniae B citoHe meTogom
MUP, kayecTBeHHOE nccnegoBaHue

280

A26.09.064.001.02

Onpegenexnne JHK Mycoplasma pneumoniae B KpOBU METOL0M
MUP, kayecTBeHHOE MccnegoBaHue

300

A26.08.029.001

Onpegenexnne JHK Mycoplasma pneumoniae B ma3Kax co
CNU3UCTOM 060N0UYKKN HOCOTIOTKM meTogom MLIP

280

A26.09.046.001

OnpegenexHne JHK Mycoplasma pneumoniae B MOKpoTe
(MHAYUMpPOBAHHOM MOKpOTE, papUHIo-TpaxeasbHbIX acnMpaTax)
metogom IMUP

280

A26.09.046.001.01

OnpegenexHne JHK Mycoplasma pneumoniae B C/1toHE METOA,0M
MUP, kayecTtBeHHOE NccnegoBaHme

280

A26.09.080.001

OnpegenexHne JHK Mycobacterium tuberculosis complex
(MmMKoBaKkTepuit TybepKynesa) B MOKpoTe, 6pOHX0aNbBEOAPHOM
NaBaXKHOM }KMUAKOCTM MM MPOMbIBHbIX BOZaX 6POHX0B METOLOM
nup

500

A26.28.028.001

OnpegenexHne JHK muKkobaKktepuin TybepKynesa (Mycobacterium
tuberculosis complex) B moue

500

A26.21.048.001

OnpeaenexHne JHK mukobaKktepuin Tybepkynesa (Mycobacterium
tuberculosis complex) B cekpeTe npocTaTbl UK IAKYAATE

462

A26.21.048.001

OnpeagenexHne JHK muKkobaKkTepuin Tybepkynesa (Mycobacterium
tuberculosis complex) B cekpeTe npocTaTbl UK IAKYAATE

462

A26.23.041.001

OnpeagenexHne JHK mukobaKktepuin Tybepkrynesa (Mycobacterium
tuberculosis complex) B cNMHHOMO3roBOW *KNAKOCTU

493

A26.08.031.001.01

OnpeaenexHne HK Bo3byauTena Koknowa (Bordetella pertussis) B
OTZeNAEMOM CO C/IM3NCTOM 060104KM HOCOrNOTKM meTogom MLP,
KayecTBeHHOE UccaefoBaHne

700

A26.09.048.001.01

OnpeaenexHne JHK Bo3byauTtensa kokntowa (Bordetella pertussis,)
B cntoHe metogom MLUP

700

A26.26.017.001.03

OnpeaenexHne AHK rpubos poaa KaHanaa anbbukaHc (Candida
albicans) B otaenaemom co cnmsncTbix 060/104eK Pa3TNYHBIX
JIOKYCOB (3@ UCK/IIOYEHMEM YPOreHUTaIbHOro TpaKTa) MeToaom
MNUP, kayectBeHHOEe nccnegoBaHue

220

A26.21.044.001.04

Onpeaenexne OHK rpubos poaa KaHamnaa anbbukaHc (Candida
albicans) B cntoHe metoaom MLP

220

A26.21.044.001.05

Onpeaenexne OHK rpubos poaa KaHamnaa anbbukaHc (Candida
albicans) B mokpoTte meTtogom MLP

220

A26.26.017.001.05

OnpeaenexHne AHK rpubos poaa KaHamnaa (C
albicans/Cglabrata/Ckrusei) 8 oTaenaemom co camsmncroi
060/104KM HOoCcOrNnoTkM meTogom MLP c yTouHeHnem B1Aa

700




A26.21.044.001.10

OnpeaenexHne AHK rpmubos poaa KaHamnaa (C
albicans/Cglabrata/Ckrusei) 8 chtoHe metogom MUP ¢ yTouHeHnem
BUAA

700

A26.21.044.001.11

OnpeaeneHne AHK rpmubos poaa KaHamnaa (C
albicans/Cglabrata/Ckrusei) 8 mokpote metogom MNLP ¢
YyTOYHEHMEM BUAaa

700

A26.08.066.001.01

Onpeaenexne AHK xnammaum Tpaxomatuc (Chlamydia
trachomatis) B oTaensiemMom co cansmncToit 060/104KM HOCOTNOTKU
metogom lMUP, kKayecTtBeHHOE uccnegoBaHue

220

A26.08.066.001.02

OnpeaenexHne AHK xnamuaum Tpaxomatuc (Chlamydia
trachomatis) B oTaensieMom co CAn3UCTbIX 060104EK PA3NNYHbBIX
JIOKYCOB (33 UCKIOYEHNEM YPOreHUTaIbHOTO TPaKTa) METOA0M
MUP, kayecTBeHHOE nccnegoBaHue

220

A26.28.014.001

Onpepenexne OAHK xnamugmm TpaxomaTuc (Chlamydia
trachomatis) B moue metogom MLP

220

A26.21.037.001

Onpepenenne OAHK xnamugmm TpaxomaTuc (Chlamydia
trachomatis) B cekpeTe npocratbl meTogom MLUP

200

A26.08.014.000.01

Onpepenenne AHK mukonnasmbl yenoseveckoi (Mycoplasma
hominis) B oTaensemom co cansncTbix 060104EK Pa3INUYHBIX
JOKYCOB (3@ UCK/IIOYEHNEM YPOreHUTANbHOMO TPaKTa) METOLOM
MUP, kayecTtBeHHOE nccnegoBaHue

220

A26.28.018.001

Onpepenenne AHK mukonnasmbl xommnHuc (Mycoplasma hominis)
B moye meTtogom [P, KauecTBeHHOE nccnegosaHme

220

A26.28.017.001

OnpeagenexHne JHK muKonnasmbl reHntannym (Mycoplasma
genitalium) B moye meTtogom MLUP

220

A26.28.021.001.03

Onpegenexne JHK ypeannasm (Ureaplasma urealyticum) B moue
metogom lMLP, kauecTBeHHOE nccnegoBaHue

220

A26.28.021.001.02

Onpegenenne AHK ypeannasm (Ureaplasma parvum) B moue
metogom lMLP, kKauecTBeHHOE nccnegoBaHme

220

A26.08.067.001.01

OnpeageneHne AHK roHokokKa (Neisseria gonorrhoeae) B
oTAENAEMOM CO CIM3UCTOM 060N0UYKM HOCOrNOTKKU MeTogom MLP,
KayecTBeHHOe uccieaoBaHme

220

A26.08.067.001.02

OnpeaeneHne JHK roHokokKa (Neisseria gonorrhoeae) B
oTAENAEMOM CO CIM3UCTbIX 060104EK Pa3INUYHbIX IOKYCOB (3a
NCK/OYEeHMEM YPOTreHUTaNbHOro TpaKkTa) metogom MLUP,
KayecTBeHHOe uccieaoBaHme

220

A26.28.015.001

OnpeaeneHne HK roHokokKa (Neiseria gonorrhoeae) B moue
metogom MUP

220

A26.20.030.001.05

OnpeaenexHne OHK rapgHepennbl BarnHanuc (Gadnerella
vaginalis) B moue metogom MLP

220

A26.21.044.001.08

Onpeaenexnne AHK KaHanaa anbbuKkaHc (Candida albicans) B moue
metogom MUP

220

A26.21.055.000.04

Onpeaenexne OHK rpmubos poaa KaHamaa (Candida) B moue
metogom MUP ¢ TunuposaHmem 4o suaa

700

A26.21.044.001.09

OnpeaenexHne AHK rpubos poaa KaHamnaa (C
albicans/Cglabrata/Ckrusei) B cekpeTe npoctaTbl meTogom MLP ¢
YyTOYHEHWEeM BMAA

700

A26.21.044.001.13

OnpeaenexHne AHK rpubos poaa KaHamnaa (C
albicans/Cglabrata/Ckrusei) 8 aakynate metogom MLP ¢
YTOYHEeHWem BMAaa

700

A26.20.026.001.03

OnpeaenexHne AHK TpuxomoHac BaruHanumc (Trichomonas
vaginalis) B 0T4en19eMOM CO CIM3UCTbIX 060/104EK PA3ANYHBIX

220




JIOKYCOB (3@ UCK/IIOYEHUEM YPOreHUTa/IbHOro TpaKTa) MeToaom
MUP, kayectBeHHOE MccnegoBaHue

A26.28.016.000.01

Onpepenenune OHK TpuxomoHac BarmHanuc (Trichomonas
vaginalis) B moye metogom MNLP, KauecTBeHHOe uccnenoBaHue

220

A26.21.039.000.01

OnpepenerHne OHK Treponema pallidum B otgensemom B
oTAEeNAEMOM CN3UCTbIX 060/104EK PA3/IMYHbIX JIOKYCOB (3a
NCKNIOYEHNEM YPOTreHUTabHOro TpakTa) metogom MLP,
KaQuecTBeHHOe uccnesoBaHme

400

A26.05.025.001.03

OnpepenerHne OHK Treponema pallidum B cnuHHOMO3roBoi!
*}¥unaroctm metogom lMUP, kKayectBeHHOe UcciegoBaHme

385

A26.05.025.001.02

OnpeaenerHne OAHK Treponema pallidum B BbINOTHOM }KUAKOCTU
metogom lMUP, kKayecTtBeHHOE uccnegoBaHme

385

A26.05.025.001

OnpegenexHne JHK Treponema pallidum B kposu metogom MLP

400

A26.05.013.001.01

Onpepenexune OHK Tokconnasmbl (Toxoplasma gondii) meTogom
MLLP B KpOBW, KaYeCcTBEHHOEe UccneaoBaHue

300

A26.05.037.001

Onpepenexue OHK nuctepwuin (Listeria monocytogenes) metogom
MLLP B KpOBU, KaYeCcTBEHHOEe UccneaoBaHne

400

A26.23.017.001

Onpepenenune OHK nuctepwmin (Listeria monocytogenes) B
CMMUHHOMO3roBOM }naxkoctn metogom MLP, kKauectBeHHOe
nccnegosaHue

431

A26.30.020.001.03

Onpepenenune OHK nuctepun (Listeria monocytogenes) B
oTAENAEMOM CO CAN3UCTON 060N104KM HOCOrNOTKM MmeToaom MLP,
KayecTBeHHOe ucciegoBaHue

400

A26.30.020.001.01

Onpeaenenne AHK nuctepum (Listeria monocytogenes) B
6uonTaTe BHYTPEHHUX opraHoB meTogom lMLP, kauecTBeHHOoe
nccnegosaHue

431

A26.08.017.000.01

Onpegenexne JHK Bupyca npocroro repneca 1 1 2 Tunos (Herpes
simplex virus types 1, 2) B oTaensaemom co canm3ncToii 060104KM
HocornoTkM metogom MLP, KauecTBeHHOe nccnegoBaHve

280

A26.08.017.000.03

Onpeaenexne JHK Bupyca npoctoro repneca 1 1 2 Tunos (Herpes
simplex virus types 1, 2) B oTAenaeMOM CO CAN3UCTbIX 060104EK
Pa3/IMYHbIX TOKYCOB (33 UCKNHOYEHNEM YPOreHUTa/IbHOMO TPAKTA)
metogom lMLP, kauecTBeHHOE nccnegoBaHue

400

A26.08.058.001.01

Onpeaenenne JHK untomeranosumpyca (Cytomegalovirus) B
oTAENAEMOM CO CAN3UCTON 060N0YKM HOCOFNOTKM MeToaom MLP,
KayecTBeHHOe ucciefoBaHue

280

A26.26.017.001.01

Onpeaenexne OHK rpubos poaa KaHamnaa anbbukaHc (Candida
albicans) B otaenaemom co cM3ncTolrt 060104KN HOCOT/TIOTKM
meTozom MNLP, kKauecTBeHHOE Uccaea0BaHKeE

280

A26.21.008.000.07

Onpepenenuve AHK 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,51, 52,
53, 56, 58, 59, 66, 68, 73, 82 TMNOB BMpYCa NAaNUIIOMbl Ye/NIOBEKA
(Papilloma virus) B otaensiemom 13 ypeTtpbl metogom MLP,
KO/IMYecTBEHHOEe nccaenoBaHue

2900

A26.20.009.000.04

Onpepenenve AHK 6, 11, 16, 18, 31, 33, 35, 39, 44, 45, 52, 58, 59,
26,51, 53, 56, 66, 68, 73, 82 TMNOB BMpYCa NAaNUI/IOMbl Ye/IOBEKA
(Papilloma virus) B oTaensiemom 13 LepBMKaNbHOTO KaHana
metogom lMLP, konnyectseHHOe uccnegoBaHue

2900

A26.20.012.000.04

Onpepenenve AHK 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,51, 52,
53, 56, 58, 59, 66, 68, 73, 82 TMNOB BMpYCa NAaNU/I/IOMbl Ye/IOBEKA
(Papilloma virus) B otaensiemom 13 Bnaranuia metoaom MLP,
KO/JINYeCTBEHHOE Uccneno0BaHmne

2900

A12.06.001

WNccneposaHune nonynaunin aMmeoumntos

4158




A12.30.012.007.01

UccnepoBaHue dparoumtTapHom akTUBHOCTU IEMKOLIMTOB B KPOBU
METOLOM NPOTOYHOM LUTOPAYOPUMETPUM

2600

A26.20.032.000.08

demopop-CKPUH, MONEKYNAPHO-BMONOrMYECKOE UCCAef0BaHNE
oTaenaemoro u3s ypetpbl metogom NLP Ha MmnKkpoopraHusmbl-
MapKepbl baKkTepranbHOro BarmHoO3a

1800

A26.20.032.000.07

demodop-CKPUH, MoNeKYAAPHO-bMoIornyeckoe nccaegoBaHme
OTAEeNAeMOro U3 LLlepBMKaIbHOro KaHana metogom [MLP Ha
MWKPOOPraHM3MbI-MapKepbl 6akTepmnaabHOro BarmHo3sa

1800

A26.20.032.000.09

demodop-CKPUH, MoNeKyAaApPHO-bUoIornyeckoe nccaegoBaHme
otaenaemoro u3 snaraanwa metogom MUP Ha MUKpoopraHu3mbl-
MapKepbl 6akTepuanbHOro BarMHo3a

1800

A26.20.032.000.05

demodnop-8, monekynsapHo-bnonornyeckoe nccnegoBaHune
oTaenaemoro u3s ypetpbl metogom MLLP Ha mnKkpoopraHnsmbl-
MapKepbl HaKkTepranbHOro BarMHoO3a

1200

A26.20.032.000.04

demodnop-8, monekynsapHo-bnonornyeckoe nccnegoBaHune
OTAeNAeMoro 13 LepBUKaabHOro KaHana metogom MNLUP Ha
MWKPOOPraHM3Mbl-MapKepbl 6akTepmnabHOro BarMHoO3a

1200

A26.20.032.000.06

demodnop-8, monekynapHo-buonornyeckoe nccnenoBaHne
oTZeNAeMoro 13 BiaraauviLa metogom MUP Ha MUKpoopraHusmbl-
MapKepbl baKkTepnaibHOro BarmHoO3a

1200

A09.05.209

UccnepoBaHue YPOBHA NPOKa/bUNTOHUHA B KPOBU

1800

A26.20.032.000.11

demodnop-16, monekynapHo-bMonoruyeckoe nccnesoBaHme
oTzensemoro u3 ypetpbl metogom MLP Ha MUKpoopraHn3mbl-
MapKepbl baKkTepnaibHOro BarmMHoO3a

2200

A26.20.032.000.10

demodnop-16, monekynapHo-bMonornyeckoe nccnegosaHmne
oTAEeNAEeMOro U3 LiepBuKanbHOro KaHana metogom MLP Ha
MUWKPOOPraHU3Mbl-MapKepbl 6akTepnanbHOro BarmMHo3a

2000

A26.20.032.000.12

demodnop-16, monekynapHo-bMonoruyeckoe uccnesoBaHue
oTZeNAeMoro 13 BiaraaumiLa metogom MUP Ha MUKpoopraHusmbl-
MapKepbl baKkTepnaabHOro BarmMHoO3a

2000

A26.08.019.000.03

OnpeaeneHne PHK Bupycos rpmunna (Bupyc rpunna A, Bupyc
rounna B), HIN1, naparpunna, KopoHaBMpycbl, boKaBUpycC,
aeHOBUPYC, PUHOBUPYC, PECAMPATOPHO-CUHTULMANBbHBIV BUPYC,
MeTanHeBMOBUPYC B OTAENSEMOM CO CIM3NCTON 060104KM
HocornoTkn metogom ML,

3465

A26.09.036.000.02

OnpeaeneHne PHK Bupycos rpmnna (Bupyc rpunna A, Bupyc
rounna B), HIN1, naparpunn, KopoHaBupyco, boKkaBupyc,
afeHOBUPYC, PUHOBUPYC, PECMUPATOPHO-CUHTULMANBHBIN BUPYC,
MeTanHeBMOBUPYC B MOKpoTe meTogom [MLUP

3465

A26.09.019.000.05

OnpeaeneHne PHK BupycoB rpunna (Bupyc rpunna A, Bupyc
rounna B), HIN1, naparpunna, KopoHaBUpycbl, bOKaBUPYC,
afeHOBUPYC, PUHOBUPYC, PECNUPATOPHO-CUHTULIMANBHBIN BUPYC,
MeTanHeBMOBUPYC B GPOHX0aIbBEOIAPHOMN 1AaBAXKHOM KUAKOCTU
meTtogom MMLUP

3465

A26.09.019.000.09

OnpeaeneHne PHK BupycoB rpunna (Bupyc rpunna A, Bupyc
rounna B), HIN1, naparpunna, KopoHaBUpycbl, bOKaBUPYC,
a[eHOBUPYC, PUHOBUPYC, PECMUPATOPHO-CUHTULMANBHbBIN BUPYC,
MeTanHeBMOBUPYC B BbINOTHOM XUAKoCcTU metogom MLLP

3465

A26.09.019.000.08

OnpeaeneHne PHK Bupycos rpunna (supyc rpunna A, Bupyc
rounna B), HIN1, naparpunna, KopoHaBupycbl, BOKaBUPYC,
a[eHOBUPYC, PUHOBUPYC, PECMUPATOPHO-CUHTULMANBHbBIN BUPYC,
MeTanHeBMOBUPYC B CMMHHOMO3rOBOM UAKOCTM meTogom [MLP

3465




OnpepeneHune PHK BupycoB rpunna (BUpyc rpunna A, Bupyc
rounna B), HIN1, naparpunna, KopoHaBupycbl, boKaBupyc,
a[eHOBUPYC, PUHOBUPYC, PECMUPATOPHO-CUHTULMANBHbI BUPYC,

A26.09.019.000.07 | meTanHeBMOBUpPYC B KpoBu meToaom MLP 3465
Onpepenexune PHK BupycoB rpunna (BUpyc rpunna A, Bupyc
rounna B) B oTAeNseMom Co CAU3UCTON 060/I0UKU HOCOTNOTKU
A26.08.019.000.01 | meTtogom [LIP, KauecTBeHHOE UccnenoBaHne 1109
OnpepeneHune PHK BupycoB rpunna (BUpyc rpunna A, Bupyc
A26.09.036.000.01 | rpunna B) B mokpoTe metogom MNLP 1170
OnpepeneHune PHK BupycoB rpunna (BUpyc rpunna A, Bupyc
rpunna B) B 6pOHX0anbBEONSAPHOM TAaBAXKHOM KUAKOCTU METOL0M
A26.09.019.000.01 | nNup 1078
Onpegenexve PHK Bupycos rpunna (Bupyc rpunna A, sBupyc
A26.09.019.000.04 | rpunna B) B BbINOTHOW XKAKOCTM MmeTogom MLP 1078
Onpegenexve PHK Bupycos rpunna (Bupyc rpunna A, sBupyc
A26.09.019.000.03 rovnna B) B CNMHHOMO3roBOM *KMUAKOCTU meTogom MMLP 1155
UunTonornyeckoe nccnegosaHMe MMKponpenapaTta cockoba ms
LWEeNKN MATKK, LLePBMKAZIbHOMO KaHana, BAarajmLla ¢ OKPackowm no
A08.20.017.001.02 | NeirwmaHy (MaTepunan B3AT Ha CTEK/O) 211
A08.20.004 LuTonornyeckoe uccneaoBaHme acnmparta U3 noa0CTU MaTKK 260
A08.28.012.000.01 LlnTonornyeckoe nccnegoBaHme moym 800
A08.09.011 LuTtonornyeckoe nccnegoBaHme MOKpOTHI 380
LiuTonornyeckoe nccnefoBaHme BbIMOTHbIX }KUAKOCTEM
(acumTryeckon/nnespanbHoii/nepuKkapananbHoi/CMHOBUAAbHOWN),
A08.30.027.000.01 | nmMkBOpa, acnupaTa KUCT 847
LiuTonornyeckoe nccnefoBaHme MMKponpenaparta TKaHewn
A08.20.015.000.01 | MONIOYHOM U LLUTOBUAHOW Kese3 380
A08.06.001.000.01 | LUutonormyeckoe nccnenoBaHue nyHKTaTa ammdoysna 847
LuTonornyeckoe nccnefosaHme mmkponpenapaTa buonTtara,
NOJIYYEHHOTO M3 Pa3/INYHbIX IOKANN3ALUIN MOYENON0BON U
A08.28.007.000.01 | nuweBapuUTENbHON CUCTEM 380
UuTonornyeckoe nccnegosaHMe mmkponpenapara m3
A08.30.016.000.01 | sHAOCKONWYECKOro matepmnana 847
Lutonornyeckoe nccneposaHme 6MonTaTos 3p03nit, A3B, pPaH,
A08.30.028.000.01 | cBuwel 693
UuTonornyeckoe nccnegosaHve MMKponpenaparta nyHKTaTa
A08.03.001.000.02 | onyxonei, onyxonenonobHbix obpasoBaHuUii 391
MaTonoro-aHaTomMM4YecKoe uccnenosaHne GUONCUNHOTO
A08.30.046 (onepaumoHHoOro) matepumana 770
MaTonoro-aHaToOMMYecKoe nucciefoBaHMe HOBOOHPa3oBaAHNN
A08.01.001.000.01 KOXU (HeBYCbl, NanuI10Mbl, IMNOMbI) 1000
MaTonoro-aHaToMM4yeckoe uccnesoBaHue cockoba/acnupara
A08.20.002.001.01 NONIOCTM MATKM, LLePBUKANbHOIO KaHana 1000
MaTonoro-aHaToMMYecKoe uccnenoBaHne GUONCUNHOTO
(onepaumoHHOro) matepuana, NOAY4EHHOTO NPU XUPYPrUYECKOM
A08.30.046.000.02 | BMmelwaTenbCTBE (OpraH, 4acTb opraHa, GparmeHT TKaHW) 6160
MaTonoro-aHaToMMYecKoe uccnenoBaHne GUONCUNHOTO
A08.30.001 (onepauunoHHOro) matepurana naaUeHTbI 10164
MaTonoro-aHaToMMYecKoe nccaego0BaHME 3HAOCKOMUYECKOTO
A08.16.002.000.01 | maTepuana xenyaka Ha Helicobacter pylori 3850
A09.28.060.000.01 | UccnepoBaHue ypoBHA meTanna AntomunuHuii (Al) B moue 650
A09.01.007.000.01 | UccnepoBaHue muKpoasiemeHTa AntomuHuia (Al) B Bonocax 650




WccnepoBaHue ypoBHA IeKapCcTBEHHOro npenapara Banbnpoesan

A09.05.035.000.52 | Kucnota ([enakuH) B KpoBM 1000
UccnepnosaHue ypoBHA IeKapCTBEHHOIO npenapara
A09.05.035.000.53 | KapbamasenuH (PuHaencuH, TUrpeTon) B KposK 1001
UccnepoBaHWe ypoBHA NEKAPCTBEHHOrO NpenapaTta TeoduanmH B
A09.05.035.000.54 | kposu 2500
NccnepoBaHue ypoBHA IEKAPCTBEHHOrO Npenapara
A09.05.035.000.55 | ®eHobapbutan B KpoBMU 3500
UccnepoBaHme ypoBHSA NeKapCcTBEHHOTO npenapata PeHUTOUH B
A09.05.035.000.56 | kposu 4774
UccnepoBaHue ypoBHA IeKapCTBEHHOIO npenapata JTaMoTpUAKUH
A09.05.035.000.57 | B KpoBM 4500
UccnepoBaHme ypoBHA IeKapPCTBEHHOrO npenapaTta NeHTaMuLmH B
A09.05.035.000.58 | kposu 4500
NccnepgosaHne ypoBHA NeKapcTBEHHOro npenapata TobpamuumH B
A09.05.035.000.59 | kposu 4500
UccnepoBaHne ypoBHA IeKapCTBEHHOIO npenapaTta BaHkomMuuuH B
A09.05.035.000.60 | kpoBsu 4500
NccnepoBaHue ypoBHA IeKapCTBEHHOrO npenaparta XMHWAWH B
A09.05.035.000.61 | kpoBsu 4500
NccnepoBaHue ypoBHA IeKapcTBEHHOro npenapara MpokanHamug,
A09.05.035.000.62 | B KpoBM 4500
NccnepoBaHue ypoBHA IeKapCcTBEHHOrO npenapara Mapauetamon
A09.05.035.000.63 | (AueTammHodeH) B KPOBU 4500
NccnepoBaHue ypoBHA leKapcTBeHHOro npenaparta Caavuunatobl B
A09.05.035.000.64 | kposu 4500
NccnepoBaHue ypoBHA IeKApPCTBEHHOrO Npenapara
A09.05.035.000.65 | TpuumKanyeckme aHTUAenpeccaHTbl B KPOBMU 4500
A09.05.264 OnpepeneHne Omera-3 MHAEKCA B KPOBMU 5400
A12.06.060.000.01 | OnpeaeneHune ypoBHA BUTaMWHa B1 (TMaMKH) B KpoBM 3150
OnpepeneHue ypoBHA BUTaMMHa B5 (naHToTeHOBas KMCIOTa) B
A12.06.060.000.05 | KpoBsu 3234
A09.05.258 UccneposaHume ypoBHA KosH3uma Q10 B Kposu 3500
A09.05.259 UccneposaHme ypoBHA ryTaTUOHA B KPOBU 3500
A09.05.260 UccneposaHune yposHa 8-OH-ae30KcnryaHosuHa B Kposu 3500
KomnneKcHoe onpeaeneHne KOHLEHTPALUW Ha aMUHOKUC/IOTbI B
B03.016.025.000.01 | kposwu 6006
KomnneKcHoe onpeaeneHne KOHLEHTPALUM Ha aMUHOKUC/IOTbI B
B03.016.025.000.02 | moye 6006
OnpeaenexHne JHK Mycobacterium tuberculosis complex
(MMKoBakTepuit TybepKkynesa) B MOKpoTe, 6pOHX0aNbBEOIAPHOM
NABAXKHOM }KUAKOCTU MM NPOMbIBHbIX BOZaX BPOHX0B METOA,0M
A26.09.080.001 nup 493
A09.05.261 NccnepoBaHue ypoBHA cBOH60AHOrO L-KapHUTUHA B KPOBMU 4158
A09.05.262 NccnepoBaHue ypoBHA 0bLiero L-kapHUTUHA B KPOBM 4158
NccnepoBaHue ypoBHA L-KapHUTMHA (cBOBOAHbIN 1 06WKIA) B
A09.05.263.000.01 | moue 5775
KomnneKcHoe onpeaeneHmne KOHLLEHTPALLMKN HAa aMUHOKUCIOTbI U
B03.016.019 AUNNKAPHUTUHDBI B KPOBU 7854
KomnneKcHoe onpeaeneHne cogepkaHma NypuHOB U
B03.016.021.000.01 | nMpMMHUAMHOB METOAOM B CYTOMHOM MOYe 7854
KomnneKcHoe onpeaeneHne KOHLEHTPALUM HEHACBILLEHHbIX
B03.016.017.003.01 | *KuMpHbIX KNCNOT cemencTBa Omera-3 B KpoBu 7392




KomnneKcHbIn onpeaeneHmne KOHUEHTPaUUM HEHACbILWEHHbIX

B03.016.017.000.02 | »KkupHbIX KNCAOT cemelictea Omera-3 n Omera-6 B Kposu 13475

KomnneKkcHoe onpeaeneHme KOHUEHTPaLumM OpraHMYeckmMx KUCnoT
B03.016.017.002.01 | B KpoBu 6622

KomnneKkcHoe onpeaeneHune coaeprkaHma opraHMYeckmMx KUCIoT B
B03.016.018 moye 6622
A09.28.060.000.02 | WNccneposaHue ypoBHA meTanna CeuHed, (Pb) B moue 3696

KomneKcHbI aHanus BosI0C Ha Haan4yme MeTanNoB U 4pyrnx

TOKCMKOJIOTMYECKN BAXKHbIX 91€MeHTOB, 23 NoKasaTena:

AntomuHnia (Al), Bepununin (Be), Bop (B), eneso (Fe), Kanni (K),

Kanbuuii (Ca), Kagmuii (Cd), KobanbT (Co), luTtnin (Li), MarHnit
A09.01.007.000.57 | (Mg), MapraH 3696

Onpepenexune OHK rpmbos poaa KaHauga (C

albicans/Cglabrata/Ckrusei) B 6poHx0a1bBEOAAPHONM aBaXKHOW
A26.21.044.001.12 | xunakoctu metogom MUP c yTouHeHnem Buaa 693

Onpepenexune OHK rpmbos poaa KaHauga (C

albicans/Cglabrata/Ckrusei) B oTaensieMom co CAn3MCTbIX

060104€eK PA3INYHBIX TOKYCOB (32 UCKAOYEHNEM
A26.26.017.001.06 | yporeHuTanbHOro Tpakta) metogom MNLP c yTouHeHnem Buga 693
A09.05.192 UccneposaHmne ypoBHA MANOHOBOIO Avanbaernia B Kposu 3542

MuKpocKkonuyeckoe ncciefoBaHue oT4eNaemoro

YPOreHUTasIbHOrO TPAKTa Ha aspobHble N GaKkyNbTaTUBHO-
A26.20.006.000.02 | aHa3poOb6HbIE MUKPOOPraHU3MbI 150
A26.01.018 MuKpocKonMyeckoe nccnesoBaHne cockoba c KOXKM Ha Kaelluen 150

OnpepeneHne oCHOBHbIX rpynn no cucteme ABO 1 aHTureHa D
A12.05.005.000.01 | cuctembl Pesyc (pesyc-dpakTop) 420

OnpepgeneHve Nnoarpynmnbl M ApYrux rpynn KPOBM MeHbLLErO
A12.05.007 3HaueHusa A-1, A-2, D, Cg, E, Kell, Duffy 800
A12.05.008 Henpsamoit aHTUrnobynmHosbIin TecT (Tect Kymbca) 847
A09.05.241 NccnepoBaHue ypoBHA anbda-2-MaKpornobynmHa B KpoBu 600

NccnepoBaHWe KpUCTaNIoB MOHOYpaTa HaTpuA u nupodochaTtos B
A12.04.001.000.01 | cMHOBMANbLHOM XUAKOCTH 616

OnpepeneHune coaepsKaHUA aHTUTEN K aHTUreHam 6enoro u

ceporo Bewectsa mo3sra (Yo-1, Hu, Ri) n membpaHHOMY aHTUrEHY
A12.06.021.000.04 | (Ma) 5929

OnpegeneHne cogepaHna aHTUTeN K Saccharomyces cerevisiae

(ASCA), 60KanoBMAHbIM KNEeTKaM KULLIEYHUKA, LMTOMNAa3Me

HeNTPodMNOB, SIK3OKPUHHOM YaCTU NOANKENYA0HHOMN Kenesbl B
A12.06.026.000.05 | kposu 8470

OnpepgeneHne cogepXaHna aHTUTEN K MUOKapay U
A12.06.035.000.03 | MMTOXOHAPUAM B KPOBM 4235

OnpepeneHune copepiKaHUA aHTUTEN K LeCMOCOMaM M H6a3anbHOM
A12.06.044.000.03 | membpaHe KoM B KPOBU 3773

OnpepeneHne cogepKaHma aHTUTEN K TINaANHY, PETUKYANHY,
A12.06.055.000.05 | TpaHcraytammHase v sSHAOMU3UIO B KPOBU 6083
A09.05.118.000.312 | dagmaTon aetckuit (Phadiatop Infant ImmunoCap) B KpoBu 1502
A09.05.118.000.313 | dagmaTon MHranaumoHHbl (Phadiatop ImmunoCap) B KpoBu 1301

NccnepoBaHue ypoBHA aHTUTEN IgG K cMecKn NULLEBbIX aNepreHoB

(KomnneKcHan AMarHOCTMKa NULLEBOW HENEPEHOCUMOCTH):

cneundmyeckune 1gG4 K 114 npoayktam (85 nHanBMAyanbHbIX U 29
A09.05.118.000.284 | B muKcTax) + Ascaris, Candida, DrFooke B KpoBu 19712

NccnepoBaHue ypoBHA aHTUTEN IgG K CMeCcKn NULLEBbIX aNnepreHoB
A09.05.118.000.285 | (KomnneKcHaa AnarHoCTUKa NULLEBOM HENepeHOCUMOCTH): 40656




cneuundmyeckune 1gG4 K 203 npoayktam (181 nHAMBMAYANbHbBIX U
22 B muKcTax) + Ascaris, Candida, DrFooke B Kposu

A09.05.118.000.227

UccneposaHue ypoBHA aHTUTen IgE K cmecn annepreHos HP1
JomaluHsan nbinb (MUKCT hx2) B KpoBu

1463

A09.05.118.000.283

NccnepoBaHue ypoBHA aHTUTEN IGE K cmecu annepreHos (knewm,
MMKCT dx4) B KpoBU

1463

A09.05.118.000.299

UccnepoBaHue ypoBHA aHTUTEN IGE K cmecn annepreHos
niecHesble rpubKM (MUKCT mx2): Penicillium notatum,
Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,
Alternaria tenuis, Setomelanomma rostrata B Kposu

1463

A09.05.118.000.281

UccneposaHue ypoBHA aHTUTeN IgE K cmecn annepreHoB
OOMAaLUHUX KMBOTHbIX (3NUTENNI, MUKCT ex1): NnepXoTb KOLIKM,
nepxoTb cobaKku, NepxoTb J0WaAN, NEPXOTb KOPOBbI B KPOBYU

1463

A09.05.118.000.282

UccneposaHue ypoBHA aHTUTeN IgE K cmecn annepreHos
OOMAaLUHUX KMBOTHbIX (3NUTENNI, MUKCT €X2): NepX0Tb KOLLIKM,
nepxoTb COH6aKM, INUTENNN MOPCKOM CBMHKM, KpbiCa, MblLLb B
KpoBM

1463

A09.05.118.000.279

NccnepoBaHue ypoBHA aHTUTeN IgE K cmecu annepreHos
JOMALLHUX IPbI3YHOB (rpbl3yHbl, MUKCT €x70) B KpoBU

1463

A09.05.118.000.294

NccnepoBaHue ypoBHA aHTUTeN IgE K cmecu annepreHos
YKMBOTHbIX: MEPO rycsi, Nepo KypuLibl, NepPo YTKW, Nepo UHAENKN B
KpOBU

1463

A09.05.118.000.295

NccnepoBaHue ypoBHA aHTUTeN IgE K cmecu annepreHos
YKMBOTHbIX: MePO BOJIHUCTOrO NOMNyras, Nepo KaHapewKkn, nepo
OJIMHHOXBOCTOrO Monyras, nepbs Nonyras, nepbs BblopKka B KPOBU

1463

A09.05.118.000.303

WNccnepoBaHue ypoBHA aHTUTeN IgE K cmecu aepeBbes (Mblibla
PaHHeLBeTYLLMX AEePEBLEB, MUKCT tX5): 0/ibXa cepas, elmHa
06bIKHOBEHHas, BA3, MBa 6e/1as, ToNo/ib B KPOBM

1463

A09.05.118.000.302

NccnepoBaHue ypoBHA aHTUTeN IgE K cmecu aepeBbes (Mblibla
No3gHOUBETYLMX AePEBbEB, MUKCT tX6): KNeH ACeHEeINCTHBIN,
b6epesa 6enas, 6yk necHol, ayb 6enbii, rpeuKmnii opex B KPOBK

1463

A09.05.118.000.301

WccnepoBaHue ypoBHA aHTUTeN IgE K cmecu aepeBbes (Mblibla
AepeBbeB, MUKCT tx9): oibxa cepas, bepesa bopogasyaTasn,
NewmHa, ay6, vBa B KPOBU

1463

A09.05.118.000.304

WccnepoBaHue ypoBHA aHTUTeN IgE K cmecu annepreHoB 3/1aK0BbIX
TpaB (NblabLa paHHEeLUBETYLIMX JIYrOBbIX TPAB, MUKCT gx1): exxa
cbopHasn, oBCAHMLA NyroBas, NaeBes, TMMopeeBKa yrosas,
MAT/NK NYrOBOW B KPOBU

1463

A09.05.118.000.305

WccnepoBaHme ypoBHA aHTUTeN IgE K cmecu annepreHoB COpHbIX
TpaB (NblNbLa COPHbIX TPAB, MUKCT WX1): ambposuns
NOAbIHHONMUCTHAA, NONbIHb 0BbIKHOBEHHAA, MOA0POKHUK
NaHUETONIUCTHLIN, Mapb 6enas, 30/1bHUK/CONAHKA B KPOBM

1463

A09.05.118.000.307

WccnepoBaHue ypoBHA aHTUTeN IZE K cmecu annepreHoB COPHbIX
TpaB (NblabLAa COPHbIX TPAB, MUKCT WX3): MO/bIHb, NOAOPOMKHUK
NaHLUETOBUAHbIN, Mapb, 30/I0TaPHMK, KpanuBa ABYA0MHasA B KPOBU

1463

A09.05.118.000.308

NccnepoBaHme ypoBHA aHTUTeN IgE K cmecu annepreHoB COpHbIX
TpaB (NblabLA COPHbIX TPaB, MUKCT WX5): ambpo3umA BbicoKas,
NOAblHb, HUBAHWK, OAYBAHYMK, 30/10TAPHMK B KPOBU

1463

A09.05.118.000.211

UccneposaHue ypoBHA aHTUTen IGE K annepreny gl Konocok
aywmnctbiin (Sweet vernal grass/Anthoxanthum odoratum) 8 kposu

551

A09.05.118.000.216

UccnepoBaHue ypoBHA aHTUTEN IgE K annepreHy g2 CBMHOpoOW
nanbyatbiit (Bermuda grass/Cynodon dactylon) B Kposu

551




A09.05.118.000.219

UccnepoBaHue yposHA aHTUTen IgE K annepreHy g3 Exxa cbopHasn
(Cocksfoot (orchard grass)/Dactylis glomerata) B kKposu

551

A09.05.118.000.220

UccneposaHue yposHA aHTUTen IgE K annepreny g4 OBcaHHMLA
nyrosas (Meadow fescue/Festuca elatior) B kposu

551

A09.05.118.000.221

UccneposaHune yposHaA aHTuTen IgE K annepreny g5 Nnesen
MHorosieTHui (paimrpac) (Rye-grass/Lolium perenne) B Kposu

551

A09.05.118.000.222

UccnepoBaHue ypoBHA aHTUTEN IE K annepreHy g6 Tumodeeska
nyrosas (Timothy (meadow cat's-tail)/Phleum pratense) B kposu

551

A09.05.118.000.223

UccneposaHue yposHA aHTUTen IgE K annepreny g8 Mataunk
nyrosoi (Kentucky bluegrass (smooth meadow-grass)/Poa
pratensis) B KpoBu

551

A09.05.118.000.224

UccneposaHue yposHA aHTUTen IgE K annepreny g9 MNonesuua
noberoHocHan (Creeping bentgrass (redtop)/Agrostis stolonifera) s
KpOBU

551

A09.05.118.000.212

UccneposaHue yposHA aHTuTen IgE K annepreHy g11 Koctep
nonesoi (Brome grass/Bromus inermis) B Kposu

551

A09.05.118.000.213

UccneposaHue yposHA aHTuTen IGE K annepreHy g12 Poxb
nocesHasn (Cultivaited rye/Secale cereale) B kKposu

551

A09.05.118.000.215

UccneposaHue yposHA aHTuTen IgE K annepreHy g15 MweHunua
nocesHasn (Cultivaited wheat/Triticum aestivum) B kposu

551

A09.05.118.000.262

NccnepoBaHue ypoBHA aHTUTen IgE K annepreHy wl Ambposus
BblcOKas (nonbiHHoAKcTHaA) (Common ragweed/Ambrosia elatior
(A artemisiifolia)) B KpoBu

551

A09.05.118.000.274

UccneposaHue yposHa aHTUTeN IgE K annepreHy wé MNonbiHb
06bIKHOBeHHan (4epHOobbINbHKK) (Mugwort/Artemisia vulgaris) B
KpPOBM

551

A09.05.118.000.275

UccneposaHue yposHA aHTuTen IgE K annepreHy w7 HuBaAHUK
06bIkHOBeHHbIN (Ox-eye daisy (oxeye daisy)/Chrysanthemum
leucanthemum) B KpoBu

551

A09.05.118.000.276

UccneposaHune yposHa aHTUTen IgE K annepreHy w8 OayBaHUmK
06bIKHOBeHHbI (Dandelion/Taraxacum vulgare) B Kposu

551

A09.05.118.000.277

UccneposaHune yposHA aHTUTen IgE K annepreHy w9 MNogopoxKHUK
naHueTonuctHbIM (English plantain (ribwort)/Plantago lanceolata)
B KPOBM

551

A09.05.118.000.264

UccneposaHue yposHA aHTUTen IgE K annepreHy wl2 30n0TapHUK
(3onotas posra) (Goldenrod/Solidago virgaurea) B Kposu

551

A09.05.118.000.265

WccnepoBaHue ypoBHA aHTUTeN IgE K annepreHy wls flebega
yeyesunuesnaHas (Quail bush (lenscale)/Atriplex lentiformis) B
KpoBU

551

A09.05.118.000.266

UccneposaHune yposHa aHTuTen IgE K anneprenHy wl9 MNocreHHMua
nekapcreseHHan (Wall pellitory/Parietaria officinalis) B Kposu

551

A09.05.118.000.267

UccneposaHune yposHa aHTuTen IgE K annepreny w20 Kpanusa
AsyaomHan (Nettle/Urtica dioica) B Kposu

551

A09.05.118.000.268

UccneposaHune ypoBHA aHTUTen IgE K annepreny w204
MoaconHeuHuK (Sunflower/Helianthus annuus) 8 Kposu

551

A09.05.118.000.269

UccneposaHune yposHa aHTUTen IgE K annepreHy w206 PomaluKa
(Camomile/Matricaria chamomilla) 8 Kposu

551

A09.05.118.000.249

UccneposaHume yposHA aHTUTen IgE K annepreny tl Knen
AceHenncTHbIN (Box-elder/Acer negundo) B kKposu

551

A09.05.118.000.254

WccnepoBaHue ypoBHA aHTMTeN IgE K annepreHy t2 Onbxa cepan
(Grey alder/Alnus incana) B Kposu

551

A09.05.118.000.258

UccneposaHune yposHsa aHTUTen IgE K annepreny t3 bepesa
b6opogasuaras (White birch/Betula verrucosa) 8 Kposu

551




UccneposaHue ypoBHA aHTUTen IgE K annepreny t4 JlewmHa

A09.05.118.000.259 | obbikHOBeHHasA (opelHuK) (Hazel/Corylus avellana) B Kposu 551
UccnepoBaHue ypoBHA aHTUTeN IE K annepreny t7 Oy6 6enbiit
A09.05.118.000.260 | (Oak/Quercus alba) B kKposu 551
WccnepoBaHue ypoBHA aHTUTen IgE K annepreHy t8 Bas /EIm
A09.05.118.000.261 | /Ulmus americana B Kposu 551
UccneposaHue yposHA aHTUTen IgE K annepreny t12 Nea
A09.05.118.000.250 | (Willou/Salix caprea) B kposu 551
UccnepoBaHue ypoBHA aHTUTen IgE K annepreny t14 Tononb
A09.05.118.000.251 | (Cottonwood/Populus deltoides) 8 kposu 551
UccneposaHune yposHaA aHTuTen IgE K annepreny t208 J/inna
A09.05.118.000.255 | (Linden/Tilia cordata) B Kposu 551
UccneposaHue yposHA aHTUTen IgE K annepreny t16 CocHa
A09.05.118.000.252 | BeitmyTosa (White pine/Pinus strobus) B kposu 551
UccneposaHue ypoBHA aHTUTen IgE K annepreny t18 3skanunt
A09.05.118.000.253 | (Eucalyptus spp) B KpoBu 551
UccnepoBaHue yposHaA aHTUTeN IE K annepreny d1 Knewy
fomaluHen noian/House dust mite/Dermatophagoides
A09.05.118.000.74 | pteronyssinus B KpOBM 551
UccnepoBaHue ypoBHa aHTUTeN IE K annepreHy d2 Kneuwy
fomaluHein noian/House dust mite/Dermatophagoides farinae 8
A09.05.118.000.75 | KpoBu 551
UccnepoBaHue ypoBHa aHTUTeN IgE K annepreHy d3 Kneuwy
fomaluHein noian/House dust mite/Dermatophagoides microceras
A09.05.118.000.76 | B KpoBM 551
NccnepoBaHue ypoBHaA aHTUTeN IgE K annepreHy d74 Knewy,
A09.05.118.000.77 | momatuHel nbiav/House dust mite/Euroglyphus maynei B Kposu 551
NccnepoBaHue ypoBHa aHTUTeN IE K annepreHy hl AnnepreH
A09.05.118.000.225 | gomawHen nbiam 1 (House dust (Greer Labs Inc)) B kposu 551
NccnepoBaHue ypoBHaA aHTUTeN IE K annepreHy h2 AnnepreH
A09.05.118.000.226 | aomawHew nbiam 2 (House dust (Hollister-Stier Labs)) B kpoBu 551
NccnepoBaHue yposHA aHTuTen IgE K annepreHy m1 Penicillium
A09.05.118.000.236 | notatum (Pchrysogenum) - nnecHeBbIli rpMBOK B KPOBU 551
UccnepoBaHue ypoBHa aHTUTeN IgE K annepreHy m2 Cladosporium
A09.05.118.000.237 | herbarum - nnecHeBbI rPUBOK B KPOBU 551
NccnepoBaHue ypoBHA aHTUTeN IE K annepreHy mé Alternaria
A09.05.118.000.243 | alternata - nnecHeBbIl rPUBOK B KPOBU 551
NccnepoBaHue ypoBHA aHTuTen IgE K annepreHy m4 Mucor
A09.05.118.000.241 | racemosus - rpuboK x1ebHOoM NNeceHn B KPOBU 551
UccneposaHue ypoBHA aHTUTen IgE K annepreHy m9 Fusarium
A09.05.118.000.246 | moniliforme - M1KO3bl pacTeHWUI B KPOBMU 551
NccnepoBaHue yposHA aHTUTen IgE K annepreHy m3 Aspergillus
fumigatus - nnecHeBbIl rPUBOK, NHGEKLUMOHHDIV BO3bYyaMTEND B
A09.05.118.000.240 | Kposu 551
UccnepoBaHue ypoBHAa aHTUTeN IGE K annepreHy m5 Candida
A09.05.118.000.242 | albicans - apoxk»kenoao6Hbi rpMBOK B KPOBU 551
NccnepoBaHue ypoBHA aHTUTeN IgE K annepreHy m227 Malassezia
A09.05.118.000.239 | spp - ApOoXx¥KenonobHbI rpMBOK B KPOBU 551
UccneposaHune yposHaA aHTUTen IgE K annepreHy m80
CtadnnoKoKKoBbIN aHTepoTOKcKH A (Staphylococcal enterotoxin A)
A09.05.118.000.244 | B KpoBM 551
UccneposaHue ypoBHA aHTUTeN IGE K annepreny el Kowka,
A09.05.118.000.78 | nepxoTb (Cat dander) B kpoBu 551




UccnepoBaHue yposHa aHTUTen IgE K annepreHy e5 Cobaka,

A09.05.118.000.82 | nepxotb (Dog dander) B KpoBu 551
UccneposaHue yposHA aHTUTen IgE K annepreny e3 Jlowaap,
A09.05.118.000.81 | nepxoTb (Horse dander) B kposu 551
UccneposaHue yposHA aHTUTen IgE K annepreHy e6 Mopckas
A09.05.118.000.83 | cBUHKa, anuTennin (Guinea pig epithelium) B Kposu 551
UccnepgoBaHue ypoBHA aHTUTEN IGE K annepreHy e84 Xomsk,
A09.05.118.000.87 | sanuTennit (Hamster epithelium) B KpoBu 551
UccneposaHue yposHA aHTUTen IgE K annepreny e85 Kypuua, nepo
A09.05.118.000.88 | (Chicken feathers) B Kposu 551
UccnepoBaHue ypoBHsA aHTUTen IgE K annepreHy il Ag nyuensl
A09.05.118.000.228 | meagoHocHol (Honey bee venom/Apis mellifera) s kposu 551
UccneposaHue yposHA aHTUTen IGE K annepreny i2 A4 ocobl
natHucTon (White-faced hornet venom/Dolichovespula maculata)
A09.05.118.000.229 | B KpoBM 551
UccnepoBaHue yposHA aHTUTen IGE K annepreHy i3 Ax ocobl
o06bikHoBeHHOM (Common wasp (Yellow jacket) venom/Vespula
A09.05.118.000.231 | spp) B KpoBU 551
UccneposaHue yposHA aHTUTen IgE K annepreny i204 CneneHb
A09.05.118.000.230 | (Horse fly/Tabanus spp) B Kposu 551
UccneposaHue yposHA aHTUTen IgE K annepreny i71 Komap
A09.05.118.000.233 | (Mosquito/Aedes communis) B Kposu 551
UccnepoBaHue ypoBHaA aHTUTeN IE K annepreHy i8 Moab (Bombyx
A09.05.118.000.318 | mori) B KpoBM 551
UccneposaHune yposHA aHTUTeN IgE K annepreny i6 TapakaH
A09.05.118.000.232 | pbixuit (npycak) (Cockroach german/Blattella germanica) 8 kposu | 551
UccneposaHue yposHA aHTUTen IgE K annepreHy pl Ackapuaa
A09.05.118.000.247 | (Ascaris/Ascaris lumbricoides) B kposu 551
UccneposaHune yposHA aHTUTen IgE K annepreny p4 AHM3aKkuaa
A09.05.118.000.248 | (Anisakis/Anisakidae) B Kposu 847
UccnepoBaHue yposHaA aHTUTen IgE K annepreHy f33 AnenbcuH
A09.05.118.000.168 | (Orange/Citrus sinensis) B Kposu 551
UccnepoBaHue yposHa aHTuTen IgE K anneprery f302 MaHgapuH
A09.05.118.000.160 | (Mandarin/Citrus reticulata) B KpoBu 847
NccnepoBaHue yposHa aHTUTen IgE K anneprery f209 MpenndpyT
A09.05.118.000.110 | (Grapefruit/Citrus paradisi) 8 Kposu 551
NccnepoBaHue yposHaA aHTUTeN IgE K annepreHy f208 JlumoH
A09.05.118.000.109 | (Lemon/Citrus limon) B KpoBu 551
NccnepoBaHue ypoBHaA aHTUTen IgE K anneprery f94 MNpywa
A09.05.118.000.208 | (Pear/Pyrus communis) B KpoBU 551
NccnepoBaHue ypoBHA aHTUTeN IgE K annepreHy f49 A6noko
A09.05.118.000.182 | (Apple/Malus x domestica) B Kposu 551
NccnepoBaHue ypoBHA aHTUTen IgE kK annepreny f92 baHaH
A09.05.118.000.206 | (Banana/Musa spp) B KpoBM 551
NccnepoBaHue ypoBHA aHTUTeN IgE K annepreHy f259 BuHorpag,
A09.05.118.000.138 | (Grape/Vitis vinifera) B8 Kposu 551
NccnepoBaHue ypoBHA aHTUTeN IgE K anneprery f237 Abpukoc
A09.05.118.000.127 | (Apricot/Prunus armeniaca) B Kposu 551
NccnepoBaHue yposHA aHTUTeN IgE K annepreHy f210 AHaHac
A09.05.118.000.111 | (Pineaple/Ananas comosus) B KpoBu 551
NccnepoBaHue ypoBHA aHTUTenN IE K annepreHy f95 Mepcuk
A09.05.118.000.209 | (Peach/Prunus persica) B KpoBu 551




UccnepoBaHue yposHA aHTUTeN IgE K annepreHy f84 Knsu

A09.05.118.000.199 | (Kiwi/Actinidia deliciosa) B Kposu 551
UccneposaHue yposHa aHTUTen IgE K annepreHy 301 Xypma
A09.05.118.000.159 | (Persimon (kaki fruit, sharon)/Diospyros kaki) 8 Kposu 551
UccnepoBaHue yposHA aHTUTen IgE K annepreHy f96 Asokaao
A09.05.118.000.210 | (Avocado/Persea americana) B Kposu 551
UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy f329 Apbys
A09.05.118.000.167 | (Watermelon/Citrullus lanatus, Citrullus vulgaris) 8 Kposu 551
UccnepoBaHue yposHA aHTUTen IgE K anneprery f87 [ biHA
A09.05.118.000.202 | (Melon/Cucumis melo spp) B Kposu 551
UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy f44 3emnaHuka
A09.05.118.000.178 | (Strawberry/Fragaria vesca) B8 Kposu 551
NccneposaHne yposHA aHTUTen IgE K annepreny f242 BuwiHa
A09.05.118.000.129 | /Cherry /Prunus avium B KpoBM 551
UccnepoBaHue yposHaA aHTuTen IgE K anneprery 343 ManuHa
A09.05.118.000.171 | (Raspberry/Rubus idaeus) B kposu 551
UccnepoBaHue ypoBHA aHTUTeN IE K annepreny f255 Camea
A09.05.118.000.135 | (Plum/Prunus domestica) B Kposu 551
NccnepoBaHue yposHaA aHTuTen IgE K annepreny f17 dyHayk
A09.05.118.000.100 | (Hazel nut/Corylus avellana) B kposu 551
NccnepoBaHue yposHA aHTuTen IgE K annepreHy f13 Apaxuc
A09.05.118.000.97 | (Peanut/Arachis hypogaea) B kposu 551
UccnepoBaHue yposHaA aHTuTen IgE K annepreny f20 MuHganb
A09.05.118.000.103 | (Almond/Amygdalus communis) B Kposu 551
UccnepoBaHue ypoBHaA aHTUTen IgE K annepreHy 203 ducraliku
A09.05.118.000.105 | (Pistachio/Pistacia vera) B KpoBu 551
UccnepoBaHue ypoBHa aHTUTeN IE K annepreHy f202 Kewbto
A09.05.118.000.104 | (Cashew nut/Anacardium occidentale) B Kposu 551
NccnepoBaHue ypoBHa aHTUTeN IE K annepreHy 256 MpeuKkui
A09.05.118.000.136 | opex (Walnut/Juglans spp) B Kposu 551
NccnepoBaHue ypoBHA aHTUTeN IgE K annepreHy 253 Keaposbiit
A09.05.118.000.133 | opex (Pine nut, pignoles/Pinus edulis) B KpoBu 551
NccnepoBaHue yposHA aHTUTen IgE K annepreHy f36 Kokoc
A09.05.118.000.173 | (Coconut/Cocos nucifera) B Kposu 551
NccnepoBaHue ypoBHA aHTUTeN IgE K anneprery f10 KyHxkyT
A09.05.118.000.94 | (Sesame seed/Sesamum indicum) B KpoBu 551
NccneposaHue yposHA aHTUTeN IgE K annepreny f25 Nomugop
A09.05.118.000.132 | (Tomato/Lycopersicon licopersicum) B Kposu 551
NccnepoBaHue ypoBHA aHTUTEN IEE K cmecn nuLeBbIX annepreHos
(oeTckas cmecb, MUKCT fX5): ANYHBIN 60K, MONOKO, TPECKa],
A09.05.118.000.280 | nweHMLLa, apaxmnc, Coa B KPOBMU 1463
NccnepoBaHue ypoBHA aHTUTEN IGE K cMecu annepreHos
MopenpoayKTbl (MUKCT fX2): Tpecka, KpeBeTKu, ronybas mnaums,
A09.05.118.000.286 | TyHeL, 10COCb B KPOBMU 1463
NccnepoBaHue ypoBHA aHTUTEN IGE K cMecK NULLEeBbIX annepreHos
A09.05.118.000.309 | (Pbiba, muKcT fx74): Tpecka, cenbab, CKymbpusa, Kambana B KpOBU 1463
NccnepoBaHue ypoBHA aHTUTEN IE K cMecK annepreHoB mMAaco
(muKcT fx16): cBUHMHA, roBagMHa, KypuHoe msaco, bapaHMHa B
A09.05.118.000.289 | Kposu 1463
UccnepoBaHue ypoBHA aHTUTEN IGE K cMecK annepreHoB MyKa
31aK0BbIX (MUKCT fx20): nweHnYHaa MyKa, prKaHas MyKa,
A09.05.118.000.288 | A4mMeHHaA MyKa, pMCcOBaA MyKa B KPOBU 1463




UccnepoBaHue ypoBHA aHTUTEN IGE K cmecn nuLeBbIX

A09.05.118.000.290 | annepreHoB: ropox, 6enan ¢pacosib, MOPKOBb, KapTodenb B KPOBU 1463
UccnepoBaHue ypoBHA aHTUTEN IGE K cmecn nuLeBbIX
A09.05.118.000.291 | annepreHoB: NOMUA0P, WNMHAT, KAaNycTa, NanpuKa B KPOBMU 1463
UccnepoBaHue ypoBHA aHTUTEN IGE K cmecn nuLeBbIX
annepreHoB: apaxuc, pyHAyK, bpasnibCKUt opex, MUHAANb, KOKOC
A09.05.118.000.292 | B KpoBM 1463
UccneposaHue ypoBHA aHTUTeN IgE K cmecn nuLLEeBbIX annepreHoB
(umTpycoBbie 1 GpyKTbI, MUKCT fX15): anenbcuH, A610K0, 6aHaH,
A09.05.118.000.315 | nepcukK B Kposu 1463
UccneposaHue ypoBHA aHTUTeN IgE K cmecn nuLLEeBbIX annepreHoB
(umTpycosble, MUKCT fx19): IMMOH, aneNbCcuH, MaHOAPVH,
A09.05.118.000.316 | rpeiindpyT B KPOBU 1463
UccneposaHue ypoBHA aHTUTeN IGE K cmecun nuLLeBbIX anfepreHoB
(dpyKTbI M 6axyeBble, MUKCT fx21): KMBK, AbIHSA, 6aHaH, MePCUK,
A09.05.118.000.314 | aHaHac B KpoBU 1463
UccnepoBaHue ypoBHA aHTUTen IE K annepreHy 244 Orypey,
A09.05.118.000.130 | (Cucumber/Cucumis sativus) B KpoBu 551
UccnepoBaHue ypoBHa aHTUTeN IE K annepreny f31 MopKosb
A09.05.118.000.162 | (Carrot/Daucus carota) B Kpos#u 551
UccnepoBaHue yposHaA aHTuTen IgE K annepreny f35 Kaptodenb
A09.05.118.000.172 | (Potato/Solanum tuberosum) B Kposwu 551
UccnepoBaHue yposHaA aHTuTen IgE K annepreHy 216 Kanycra
A09.05.118.000.114 | 6enoko4aHHan (Cabbage/Brassica oleoracea var Capitata) 8 kposu | 551
NccnepoBaHue ypoBHa aHTUTeN IE K annepreHy f260 Bpokkonu
A09.05.118.000.140 | (Broccoli/Brassica oleoracea var ltalica) B kposu 551
NccnepoBaHue ypoBHa aHTUTeN IGE K annepreny f263 Mepel,
A09.05.118.000.142 | 3enéHbin (Hespenoe cema) (Green pepper/Piper nigrum) B Kposu 551
UccnepoBaHue ypoBHa aHTUTeN IE K annepreHy f218 Manpuka,
cnagkuit nepel, (Paprika, Sweet pepper/Capsicum annuum) B
A09.05.118.000.115 | kpoBu 551
UccnepoBaHue yposHA aHTUTeN IgE K annepreHy 262 BaknarkaH
A09.05.118.000.141 | (Aubergine, eggplanet/Solanum melongena) B Kposu 551
NccnepoBaHue yposHaA aHTUTen IgE K annepreHy f319 Ceekna
A09.05.118.000.164 | (Beetroot/Beta vulgaris) B Kposu 847
NccnepoBaHue ypoBHa aHTUTeN IgE K anneprery f342 MacnuHbl,
A09.05.118.000.170 | yepHble, cBexue (Olive black/Olea europaea) B Kposu 551
NccnepoBaHue ypoBHa aHTUTeN IgE K annepreHy f225 ThikBa
A09.05.118.000.119 | (Pumpkin/Cucurbita pepo) B Kposu 551
NccnepoBaHue ypoBHA aHTUTeN IgE K annepreHy f212 Mpubsi
(wamnuHboHbI) (Mushroom (champignon)/Agaricus hortensis B
A09.05.118.000.112 | kpoBsu 551
NccnepoBaHue yposHA aHTUTeN IgE K annepreny f47 YecHok
A09.05.118.000.180 | (Garlic/Allium sativum) B KpoBu 551
NccnepoBaHue ypoBHA aHTUTen IgE K annepreny f48 Nlyk
A09.05.118.000.181 | (Onion/Allium cepa) B KpoBu 551
NccnepoBaHue ypoBHA aHTUTeN IgE K annepreHy f86 MeTpyluka
A09.05.118.000.201 | (Parsley/Petroselinum crispum) B Kposu 551
NccnepoBaHue ypoBHA aHTUTeN IgE K annepreny f277 Ykpon
A09.05.118.000.152 | (Dill/Anethum graveolens) B Kposu 551
NccnepoBaHue ypoBHaA aHTUTeN IgE K annepreHy f85 Cenbaepen
A09.05.118.000.200 | (Celery/Apium graveolens) B Kposu 551




UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy f269 basnnuk

A09.05.118.000.145 | (Basil/Ocimum basilicum) B kposu 551
UccnepoBaHue yposHA aHTUTeN IGE K annepreHy f272 SctparoH
A09.05.118.000.149 | (Tarragon/Artemisia dracunculus) 8 Kposu 551
UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy f271 AHunc
A09.05.118.000.148 | (Anise/Pimpinella anisum) B Kposu 551
UccnepoBaHue ypoBHsa aHTUTen IgE K annepreHy 268 N'Bo3aunka
A09.05.118.000.144 | (Clove/Syzygium aromaticum) B KpoBwu 551
UccnepoBaHue yposHa aHTuTen IgE K annepreHy f89 MNopunua
A09.05.118.000.204 | (Mustard/Brassica (Sinapis spp)) B Kposu 551
UccnepoBaHue yposHa aHTuTen IgE K annepreny 270 Umbupb
A09.05.118.000.147 | (Ginger/Zingiber officinale) 8 kposu 551
WUccneposaHune ypoBHA aHTUTeN IgE K annepreHy f281 Kappw (Curry
A09.05.118.000.155 | powder) B Kposu 551
UccnepoBaHue ypoBHaA aHTUTeN IGE K annepreny f317 KopuaHgp
A09.05.118.000.163 | (Coriander/Coriandrum sativum) B KpoBsu 551
NccneposaHne yposHA aHTUTeN IgE K annepreny f278 JlaBpoBsbiii
A09.05.118.000.153 | ancr (Laurel (bay leaf)/Laurus nobilis) 8 kposu 551
UccnepoBaHue ypoBHaA aHTUTeN IGE K annepreny f274 MainopaH
A09.05.118.000.151 | (Marjoram/Origanum majorana) B KpoBu 551
NccnepoBaHue ypoBHaA aHTUTen IgE K anneprery f332 Msta
A09.05.118.000.169 | nepeuvHas (Pepermint/Mentha piperita) 8 kposu 551
UccnepoBaHue yposHaA aHTuTen IgE K annepreHy 280 Mepel,
A09.05.118.000.154 | yepHblii1 (Black pepper/Piper nigrum) B Kposu 551
NccnepoBaHue ypoBHa aHTUTeN IE K annepreHy f273 TumbsaH
A09.05.118.000.150 | (4abpew) (Thyme/Thymus vulgaris) B Kposu 551
UccnepoBaHue ypoBHa aHTUTeN IE K annepreny f265 TMuH
A09.05.118.000.143 | (Caraway/Carum carvi) B KpoBM 551
NccnepoBaHue yposHa aHTuTen IgE K annepreHy f14 Coesble 606bI
A09.05.118.000.98 | (Soybean/Glycine max) B Kposu 551
NccnepoBaHue ypoBHa aHTUTeN IgE K annepreHy f12 Fopox
A09.05.118.000.96 | (Pea/Pisum sativum) B KpoBHU 551
NccnepoBaHue yposHA aHTuTen IgE K annepreny f15 daconb
A09.05.118.000.99 | 6enas/benble 606bI (White bean/Phaseolus vulgaris) B kKposu 551
NccnepoBaHue ypoBHaA aHTUTeN IgE K annepreHy f235 Yeuesumua
A09.05.118.000.125 | (Lentil/Lens esculenta) B KpoBu 551
NccneposaHue yposHA aHTUTeN IgE K annepreny f4 MweHnua
A09.05.118.000.174 | (Wheat/Triticum aestivum) B Kposu 551
NccneposaHue yposHA aHTUTeN IgE K annepreHy f5 Poxb
A09.05.118.000.183 | (Rye/Secale cereale) B kposu 551
NccneposaHue yposHA aHTUTen IgE K annepreHy f79 MtoTeH
A09.05.118.000.194 | (Gluten) B KpoBu 551
NccnepoBaHue yposHA aHTUTeN IgE K annepreHy f7 Osec
A09.05.118.000.188 | (Oat/Avena sativa) B KpoBu 551
NccnepoBaHue yposHA aHTUTen IgE K annepreHy f11 Mpeunxa
A09.05.118.000.95 | (Buckwheat/Fagopyrum esculentum) B Kposu 551
NccnepoBaHue ypoBHa aHTUTeN IE K annepreHy f9 Puc
A09.05.118.000.205 | (Rice/Oryza sativa) B Kposu 551
NccnepoBaHue ypoBHaA aHTUTeN IgE K annepreHy f8 Kykypysa
A09.05.118.000.196 | (Maize/Zea mays) B KpoBu 551
NccnepoBaHue ypoBHA aHTUTeN IE K annepreHy f6 AumeHb
A09.05.118.000.185 | (Barley/Hordeum vulgare) B Kposu 551




UccnepoBaHue yposHa aHTuTen IgE K annepreny f55 Mpoco

A09.05.118.000.184 | nocesHoe (Common millet/Panicum milliaceum) B8 Kposu 551
UccneposaHue yposHa aHTUTen IgE K annepreHy f40 TyHey,
A09.05.118.000.176 | (Tuna/Thunnus albacares) 8 kposu 551
UccnepoBaHue yposHa aHTUTen IgE K annepreHy f41 Jlococb
A09.05.118.000.177 | (Salmon/Salmo salar) B kposu 551
UccnepoBaHue yposHa aHTuTen IgE K annepreny f61 CapgmHa
JanbHeBocTouvHas (cenbab neacu) (Sarddine/Sardinops
A09.05.118.000.187 | melanosticta) B Kposu 551
UccnepoBaHue yposHA aHTUTeN IE K annepreHy f254 Kambana
A09.05.118.000.134 | mopckas (Plaice/Pleuronectes platessa) B kposu 551
UccnepoBaHue yposHaA aHTUTen IE K annepreny f205 Cenbap,
A09.05.118.000.107 | ceneaka (Herring/Clupea harengus) B kposu 551
UccnepoBaHue ypoBHaA aHTUTeN IGE K annepreHy f206 Ckymbpus
A09.05.118.000.108 | atnaHTuueckan (Mackerel/Scomber scombrus) B kposu 551
UccnepoBaHue ypoBHaA aHTUTeN IE K annepreny 204 ®openb
A09.05.118.000.106 | paayHas (Trout/Oncorhynchus mykiss/Salmo gairdnieri 8 kposu | 551
UccnepoBaHue ypoBHa aHTUTen IgE K annepreny f303 ManTtyc
A09.05.118.000.161 | 6enokopsbiit (Halibut/Hippoglossus hipoglossus) B kposu 551
UccnepoBaHue yposHa aHTUTen IgE K annepreny f24 KpeseTka
(Shrimp (prawn)/Pandalus borealis, Penaeus monodon,
A09.05.118.000.128 | Metapenaeopsis barbata, Metapenaeopsis joyneri) B Kposu 551
UccnepoBaHue ypoBHa aHTUTeN IE K annepreHy f258 Kanbmap
A09.05.118.000.137 | (Squid/Loligo spp) B KpoBM 551
NccnepoBaHue ypoBHa aHTUTeN IgE K annepreHy f23 Kpab
A09.05.118.000.120 | (Crab/Cancer pagurus) B8 Kposu 551
UccnepoBaHue ypoBHaA aHTUTeN IgE K anneprery f1 AnuyHbiii 6enok
A09.05.118.000.92 | (Egg white) B kpoBu 551
UccnepoBaHue ypoBHa aHTUTeN IgE K annepreny f75 AnyHbIN
A09.05.118.000.189 | »kenTok (Egg yolk) B KpoBu 551
NccnepoBaHue ypoBHa aHTUTen IgE K anneprery f232 OBanbbymuH
(anbbymuH anuHbIi) (Ovalbumin Allergen component nGal d 2) B
A09.05.118.000.122 | kpoBu 847
NccnepoBaHue ypoBHa aHTUTen IgE kK annepreny f233 Osomykoung,
(mykonpoTteuna snuHoro 6enka) (Ovomucoid Allergen component
A09.05.118.000.123 | nGal d 1) B KpoBMU 847
NccneposaHue yposHA aHTUTeN IgE K annepreHy f2 Monoko
A09.05.118.000.101 | koposbe (Milk) B Kposu 551
NccnepoBaHue ypoBHa aHTUTeN IE K annepreHy f231 Monoko
A09.05.118.000.121 | kunsauyeHoe (koposbe) (Milk, boiled) B Kposu 551
NccnepoBaHue ypoBHA aHTUTen IgE K annepreny 76 Anbda-
naktanbbymuH (Alpha-lactalbumin/Allergen component nBos d4) s
A09.05.118.000.191 | kposu 847
NccnepoBaHue ypoBHA aHTUTeN IgE K annepreHy f77 Beta-
naktornobynuH (Beta-lactoglobulin/Allergen component nBos d5)
A09.05.118.000.192 | B KpoBM 847
NccnepoBaHue ypoBHa aHTUTeN IE K annepreHy f78 KasewuH,
A09.05.118.000.193 | monoko (Casein, milk/Allergen component nBos d8) B8 Kposu 847
NccnepoBaHue ypoBHA aHTUTeN IgE K annepreHy f236 MonouHas
A09.05.118.000.126 | cbiB-Ka (KopoBbs) (Caw's milk whey) B KpoBu 551
NccnepoBaHue yposHaA aHTUTeN IgE K annepreHy f300 Monoko
A09.05.118.000.158 | ko3be (Goat milk) B kKpoBu 551




UccneposaHue yposHa aHTUTen IgE K annepreHy f81 Coip Yeanep

A09.05.118.000.197 | (Cheese, Cheddar type) B Kposu 551
UccnepoBaHue yposHA aHTUTeN IEE K annepreHy f27 FlosaanHa
A09.05.118.000.146 | (Beef/Bos spp) B Kposu 551
UccnepoBaHue yposHa aHTUTen IgE K annepreHy f88 bapaHuHa
A09.05.118.000.203 | (Mutton/Ovis spp) B Kpos#K 551
UccnepoBaHue yposHA aHTUTen IgE K annepreHy f26 CeBMHMHa
A09.05.118.000.139 | (Pork/Sus spp) B KpoBHK 551
UccnepoBaHue ypoBHaA aHTUTeN IGE K annepreHy f213 Msaco
A09.05.118.000.113 | kponuka (Rabbit meat) B Kposu 551
UccnepoBaHue yposHsa aHTUTen IE K annepreHy f83 Maco Kypuubl
A09.05.118.000.198 | (ubinneHka) (Chicken meat) B KpoBu 551
UccnepoBaHue ypoBHaA aHTUTeN IE K annepreHy f284 Msco
A09.05.118.000.156 | uHaelkn (Turkey meat) B kKposu 551
UccnepoBaHue yposHA aHTUTen IgE K annepreHy f93 Kakao
A09.05.118.000.207 | (Cacao/Theobrome cacao) B Kposu 551
UccnepoBaHue yposHaA aHTUTeN IGE K annepreHy f221 Kode
A09.05.118.000.116 | (Coffee/Coffea spp) B Kposu 551
UccnepoBaHue ypoBHA aHTUTeN IgE K annepreny f222 Yai
A09.05.118.000.117 | anctosoii (Tea/Camellia sinensis) B Kposu 551
NccnepoBaHue ypoBHaA aHTuTen IgE K annepreHy 234 BaHunb
A09.05.118.000.124 | (Vanilla/Vanilla planifolia) 8 kposu 551
NccnepoBaHue ypoBHaA aHTUTeN IE K annepreny f224 Mak (Poppy
A09.05.118.000.118 | seed/Papaver somniferum) B Kposu 551
NccnepoBaHue ypoBHaA aHTUTeN IE K annepreHy f45 [ poxKu
A09.05.118.000.179 | nekapckue (Baker's yeast (Saccharomuces cerevisiae)) B Kposu 551
UccneposaHune yposHa aHTUTen IgE K annepreHy c74 KenatuH
A09.05.118.000.52 | koposwuit (nuuieBan aobaska E441)/Gelatin bovine B kposu 551
UccneposaHue yposHA aHTUTen IgE K annepreny cl MeHnumnnuvH G
A09.05.118.000.01 | (Penicillin G) B KpoBM 551
UccneposaHune yposHa aHTUTen IgE K annepreny c2 NMeHnumnnmu V
A09.05.118.000.25 | (Penicillin V) B kpoBu 551
UccneposaHune yposHa aHTUTeN IgE K annepreHy c6 AMOKCMUMANH
A09.05.118.000.317 | (Amoxycillin) B KpoBu 551
UccneposaHme yposHa aHTUTen IgE K annepreny ¢5 AMANLUAAKH
A09.05.118.000.27 | (Ampicillin) B KpoBu 551
UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy c165 Ledaknop
A09.05.118.000.19 | (Cefaclor) B kpoBu 551
UccneposaHme yposHa aHTUTen IgE K annepreny ¢55
A09.05.118.000.30 | UedanocnopuH (Cephalosporin) B kposu 551
UccneposaHune yposHA aHTUTen IgE K annepreHy c62 JOKCUMUMKAMH
A09.05.118.000.43 | (Doxycyclin) B KpoBu 551
UccneposaHme ypoBHA aHTUTen IgE K annepreny c59 TeTpaunkanH
A09.05.118.000.36 | (Tetracycline) B kpoBu 551
UccneposaHune ypoBHA aHTuTen IgE K annepreny c108
A09.05.118.000.06 | UunpodnokcauuH (Ciprofloxacin) B kpoBu 551
UccneposaHune ypoBHA aHTUTen IgE K annepreny c118
A09.05.118.000.13 | OdnokcauuH (Ofloxacin) B Kposu 551
UccneposaHue ypoBHA aHTUTeN IGE K annepreny c175
A09.05.118.000.21 | HopdnokcaumH (Norfloxacin) B kposu 551
UccneposaHune ypoBHA aHTUTen IgE K annepreny c61
A09.05.118.000.41 | dputpomuumH (Erythromycin) B kposu 551




UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy c66

A09.05.118.000.45 | CtpentomuumH (Streptomycin) B Kposu 551
UccneposaHune yposHA aHTuTen IgE K annepreny c60 N'eHTamnumnH
A09.05.118.000.39 | (Gentamycin) B KpoBu 551
UccnepoBaHue ypoBHA aHTUTeN IGE K annepreny c115
A09.05.118.000.11 | JInHKOomMMLMH (Lincomycin) B KpoBu 551
UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy c152
A09.05.118.000.15 | Xnopamdenuron (lesomuueTtnH)/Chloramphenicol 8 Kposu 551
UccnepoBaHue ypoBHA aHTUTen IGE K annepreny c57
A09.05.118.000.32 | TpumeTonpum/TMP (trimethoprime) - Bucenton/bakTpum B Kposu | 551
UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy c58
CynbdameTtokcason/SMZ (sulfamethoxazole) - Bucenton/bakrpum
A09.05.118.000.34 | B KpoBM 847
UccneposaHue ypoBHA aHTUTen IgE K annepreny c153
A09.05.118.000.17 | MeTpoHugason (Metronidazol) B kposu 847
UccneposaHue ypoBHA aHTUTen IgE K annepreny c91 AHanbrmH
A09.05.118.000.70 | (metamuszon)/Metamizol B8 Kposu 551
UccneposaHue ypoBHA aHTUTen IgE K annepreny c51
A09.05.118.000.29 | AueTtuncanuumnosas Kucnota /Acetylsalicylic Acid (ASS) B kposu 551
UccneposaHue yposHA aHTUTen IgE K annepreny c85 Mapayetamon
A09.05.118.000.62 | (Paracetamol) B KpoBu 551
UccnepoBaHue ypoBHaA aHTUTeN IgE K annepreny c78 NbynpodeH
A09.05.118.000.53 | (Ibuprofen) B KpoBM 551
UccneposaHune yposHa aHTUTen IgE K annepreny c93
A09.05.118.000.72 | NHpomeTaumH (Indomethacine) B Kposu 551
UccnepoBaHue yposHA aHTUTen IGE K annepreHy c111 deHayeTuH
A09.05.118.000.09 | (Phenacetine) B KpoBu 551
UccnepoBaHue ypoBHaA aHTUTeN IE K annepreHy c79 AuknodeHak
A09.05.118.000.55 | (Diclofenac) B kpoBu 551
UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy c68 ApTnKanH &
A09.05.118.000.47 | YnbTpakauH/Articaine B KpoBu 600
UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy c82 J/IngokanH &
A09.05.118.000.58 | KcunokauH/Lidocaine & Xylocaine B Kposu 847
UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy c83 HoBoKanH &
A09.05.118.000.60 | MpokaunH/Procaine B KpoBu 600
UccneposaHune yposHA aHTUTen IgE K annepreHy c86 beH3oKaunH
A09.05.118.000.64 | (Benzocaine) B KpoBwu 847
UccneposaHune yposHa aHTuTen IgE K annepreny ¢100 MpuaoKaumH
A09.05.118.000.03 | & LlnTtaHecT B KpoBMU 551
UccneposaHue yposHA aHTuTen IgE K annepreny c88 MenunsaKaumH
A09.05.118.000.66 | & MonokanH/Mepivacaine B KpoBU 847
UccneposaHune ypoBHA aHTUTen IgE K annepreny c89 bynusakaunH
A09.05.118.000.68 | & AHekauH & MapkauH/Bupivacaine B KpoBu 847
UccneposaHune yposHA aHTuTen IgE K annepreny c210 TeTpaKaumH
A09.05.118.000.310 | (Tetracain)/AnKanH B KPOBM 847
UccneposaHume ypoBHA aHTUTen IgE K annepreny c73 NHcynuH
A09.05.118.000.51 | yenoBeuecKkuit B KpOBM 847
UccneposaHue ypoBHA aHTuTen IgE K annepreny c71 NHcynmH
A09.05.118.000.50 | KOpOBMI B KPOBMU 847
UccneposaHune yposHa aHTuTen IgE K annepreHy c99 L-TupoKcunH
A09.05.118.000.73 | (L-tyroxine) B KpoBm 847
UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy c196 3nnHedpuH
A09.05.118.000.23 | (Epinefrine) B KpoBu 847




UccneposaHue yposHA aHTUTen IgE K annepreny c106 Butamuu B1

A09.05.118.000.05 | (TwamwuH)/Thiamine B Kposu 847
UccneposaHue yposHA aHTUTen IgE K annepreny c109 Butamuu B6
A09.05.118.000.08 | (MupunaoKkcuH)/Pyridoxine B KpoBu 847
UccnepoBaHue ypoBHA aHTUTeN IGE K annepreHy k82 Jlatekc
A09.05.118.000.235 | (Latex/Hevea braziiliensis) B Kposu 551
UccnepoBaHue yposHa aHTUTen IgE K annepreny k80
A09.05.118.000.234 | ®opmanbaerna/GopmanunH B KpOBU 847
UccnepoBaHue ypoBHA NeKapCcTBEHHOrO npenapata Cupoanmyc 8
A09.05.035.000.02 | KposM 501
UccnepoBaHme ypoBHA IeKapCTBEHHOrO npenaparta Tonupamart
A09.05.035.000.66 | (topiramate) B KposU 4774
MuKpOoCKoNMYecKoe UccaesoBaHNe MOYM Ha MUKODaKTepuii
A26.28.034 Tybepkynesa (Mycobacterium tuberculosis) 300
A12.05.010.000.02 | OnpegeneHune HLA-aHTureHos Il knacca, HLA-DQA1 1101
A12.05.010.000.03 | OnpegeneHune HLA-aHTureHos Il knacca, HLA-DQB1 1101
A12.05.010.000.01 | OnpegeneHue HLA-aHTureHos Il knacca, HLA-DRB1 1101
OnpepeneHuve HLA-aHTUreHos Il Knacca, KomnaekcHoe
A12.05.010.000.04 | nccneposaHme: HLA-DQA1, HLA-DQB1, HLA-DRB1 7392
OnpegeneHne HLA-aHTMreHoB Il Knacca gns napbl (KOMMNEKCHoe
A12.05.010.000.05 | uccneposaHue: HLA-DQA1, HLA-DQB1, HLA-DRB1) 7392
BbiaBneHne 6MonorMyeckn oNTMManbHOM A03bl NpUema
npenapata BapdapuHa OnpeseneHne nonmmopedmsmos,
A27.05.045.000.01 | accoummpoBaHHbIX C MeTabonamom BappapuHa B KPOBU 1540
MoneKynAapHo-reHeTUYecKoe nccnegoBaHue reHeTUYecknx
NoAMMOPPU3MOB aCCOLLUMMPOBAHHbBIX C GYHKLMAMMU UHTEPNENKMHA
A27.05.026 28B B KpoBMU 770
A27.30.015 OnpegeneHne nonnmopdusma reHa UGT1A1 2102
JnarHocTnka HapyweHnin metTaboanama NakTo3bl, MOJIEKYNAPHO-
reHeTU4YecKoe nccnegoBaHne mytaumii B reHe MCM6 (-13910 T>C)
B03.032.003.000.01 | B KpoBM 924
OnpepgeneHne NoAMMopPU3IMOB, aCCOLLMNMPOBAHHbIX C PUCKOM
A27.05.031.000.01 | pa3BMTMA apTepUanbHOM rMNEePTEH3UN (TMNEPTOHUSA) B KPOBU 5467
OnpepgeneHve NoAMMopPU3IMOB, aCCOLLUMPOBAHHbIX C PUCKOM
A27.05.018.000.01 | pa3BuTMA TPOMBODUAMM B KPOBU 3080
OnpegeneHne NoAMMopPrU3IMoB, aCCOLLMNMPOBAHHDBIX C
A27.05.003.000.01 | HapyweHuamu ponaTHOro umnkna (metabonusm ¢onatos) B kKposu | 2156
B03.006.004.000.06 | OnpeaenenHune BapmaHTa B reHe PON1 (GIn192Arg; Q192R) B Kposu | 5390
MoneKynApHo-reHeTU4ecKoe nccnegoBaHMe MyTaumii B reHax
A27.05.040 BRCA1 1 BRCA2 B kKpoBM 2772
MoneKynApHo-reHeTU4ecKoe nccnegoBaHMe MyTaumii B reHax
A27.05.040.000.01 | BRCA1, BRCA2, FGFR2 n CHEK2 B KpoBM 20328
MonekynapHoO-reHeTUYECKOe UccnegoBaHMe mytauuii B reHe TP53
A27.05.048 B KpOBM 5390
MoneKkynApHo-reHeTUYecKoe nccnegoBaHMe MyTauuii B reHe
MSH2 B KpoB#M (AMarHOCTMKa NPeApPacnoNOKEHHOCTHM K
HacnenCcTBEHHOMY HEMOJIMMO3HOMY KONOPEKTAZIbHOMY pakKy,
A27.05.049.000.02 | cuHapom JInHuYa) 19635
MoneKkynAapHoO-reHeTUYecKoe Uccaes0BaHMe KOAMPYHOLLNX
A27.30.011.000.01 | sk3oHoB reHa BRCA2 B Kpos# 10934
MoneKkynApHO-reHeTUYeCcKoe Uccaes0BaHMe KOAMPYHOLLNX
A27.30.010.000.01 | sk3oHoB reHa BRCAL B Kposu 19635




OnpeaeneHne NoAMMOPOU3MOB, aCCOLMMPOBAHHbBIX C PUCKOM

B03.005.010.000.01 | pa3BuTMA NeitKo3a B KPOBM 26488
OnpeaeneHne NOAMMOPPU3IMOB, aCCOLLUMPOBAHHbIX C PUCKOM

A27.05.006.000.01 HeBblHalWMBaHUSA bepemeHHOCTM B KpoBu meTogom MMLP 5775
KomnneKkcHoe onpeaeneHne NCUXOAKTUBHbIX BELLECTB, B TOM
yncne HapKOTUYECKNX CPeacCTB U NMCUXOTPONMHbIX BELLECTB, UX
MeTaboIMTOB: asIKOro/ib, HUKOTWUH, MCUXOTPOMHbIE U
HAPKOTMYECKME BELLECTBA, MCUXOAKTUBHbIE IEKAPCTBEHHbIE

A09.28.055.001.02 BellecTBa B MOYe, KayecTBeHHoe 6930
UccnepoBaHue ypoBHsa aHTUTeN IgG K annepreHy f2 Mosoko

A09.05.118.000.102 | kopoBbe (Milk) B KpoBu 1540
UccnepoBaHue ypoBHA aHTUTeN IgG K annepreHy f75 AnuHbiit

A09.05.118.000.190 | »kenTok (Egg yolk) B KpoBu 1540
NccneposaHue yposHA aHTUTeN IgG K annepreny f4 MweHnua

A09.05.118.000.175 | (Wheat/Triticum aestivum) B Kposu 1540
UccnepoBaHue ypoBHA aHTUTeN IgG K annepreHy f79 MoteH

A09.05.118.000.195 | (Gluten) B KposM 1540
UccneposaHue ypoBHA aHTUTen IgG K annepreny cl MNeHnumnnmnH

A09.05.118.000.02 | G (Penicillin G) B kKpoBwU 2079
UccneposaHue ypoBHA aHTUTeN IgG K annepreHy c2 lNMeHnumnnnH

A09.05.118.000.26 | V (Penicillin V) B KpoBu 2079
UccneposaHue ypoBHA aHTUTeN IgG K annepreHy c6 AMOKCULMANH

A09.05.118.000.38 | (Amoxycillin) B Kposu 2079
UccneposaHue ypoBHA aHTUTeN IgG K annepreHy c55

A09.05.118.000.31 | UedanocnopuH (Cephalosporin) B Kposu 2079
UccneposaHue ypoBHA aHTUTeN IgG K annepreHy c62

A09.05.118.000.44 | OokcuumknuH (Doxycyclin) B kKposu 2079
UccneposaHue ypoBHA aHTUTeN IgG K annepreHy ¢S5 AMANLUAAKH

A09.05.118.000.28 | (Ampicillin) B Kposu 2079
UccneposaHume yposHA aHTUTeN IgG K annepreny ¢59 TeTpaumKamH

A09.05.118.000.37 | (Tetracycline) B kpoBu 2079
UccneposaHune ypoBHA aHTUTeN IgG K annepreHy c108

A09.05.118.000.07 | UnnpodnokcaunH (Ciprofloxacin) B Kposu 2079
UccneposaHune ypoBHA aHTUTeN IgG K annepreHy c118

A09.05.118.000.14 | OdnokcauuH (Ofloxacin) B Kposu 2079
UccneposaHune ypoBHA aHTUTen IgG K annepreny c175

A09.05.118.000.22 | HopdnokcaumH (Norfloxacin) B kposu 2079
UccneposaHume ypoBHA aHTUTeN IgG K annepreny c61

A09.05.118.000.42 | dputpomuumH (Erythromycin) B kposu 2079
UccneposaHue ypoBHA aHTUTeN IgG K annepreHy c66

A09.05.118.000.46 | CtpenTomuumH (Streptomycin) B KpoBu 2079
UccneposaHune ypoBHA aHTUTeN IgG K annepreny c60 MNeHTamunumH

A09.05.118.000.40 | (Gentamycin) B KpoBu 2079
UccneposaHune ypoBHA aHTUTen IgG K annepreHy c115

A09.05.118.000.12 | /iIuHKomMUMH (Lincomycin) B KpoBu 2079
UccneposaHme ypoBHA aHTUTeN IgG K annepreny c57

A09.05.118.000.33 | Tpumetonpum/TMP (trimethoprime) - BucenTton/baktpum 8 Kposu | 2079
UccneposaHume ypoBHA aHTUTeN IgG K annepreny ¢153

A09.05.118.000.18 | MeTtpoHuagason (Metronidazol) B Kposu 2079
UccneposaHue ypoBHA aHTUTeN IgG K annepreny c91 AHanbrmH

A09.05.118.000.71 | (meTtamuson)/Metamizol B kposu 2079




UccneposaHue ypoBHA aHTUTEN IgG K annepreHy c51
AuetuncannumnnoBas Kucnota (Acetylsalicylic acid (ASA, aspirin)) B

A09.05.118.000.319 | KpoBM 2079
UccnepoBaHue ypoBHA aHTUTEN IgG K annepreHy c85
A09.05.118.000.63 | Mapauetamon (Paracetamol) B Kposu 2079
UccnepoBaHue ypoBHsa aHTUTeN IgG K annepreHy ¢78 NboynpodeH
A09.05.118.000.54 | (lbuprofen) B Kposu 2079
UccnepoBaHue ypoBHA aHTUTEN IgG K annepreHy c93
A09.05.118.000.320 | UHaomeTauuH (Indomethacine) B Kposu 2079
UccnepoBaHume ypoBHsA aHTUTeN IgG K annepreny c111 deHaueTnH
A09.05.118.000.10 | (Phenacetine) B KpoBu 2079
UccnepoBaHue ypoBHA aHTUTeN IgG K annepreHy c79 AnknodeHak
A09.05.118.000.56 | (Diclofenac) B kKpoBu 2079
UccneposaHue ypoBHA aHTUTeN IgG K annepreHy c68 ApTUKanH &
A09.05.118.000.48 | YnbTpaKkauH/Articaine B KpoBu 1450
UccneposaHue yposHA aHTUTen IgG K annepreny ¢82 JingokanH &
A09.05.118.000.59 | KcunokauH/Lidocaine & Xylocaine B Kposu 2079
UccnepoBaHue ypoBHA aHTUTeN I1gG K annepreHy ¢83 HoBoKkauH &
A09.05.118.000.61 | MpokauH/Procaine B KposK 1450
UccneposaHue yposHA aHTUTeN IgG K annepreHy c86 beH3okanH
A09.05.118.000.65 | (Benzocaine) B KpoBU 2079
UccneposaHue yposHA aHTUTen IgG K annepreny c100 MpunokaunH
A09.05.118.000.04 | & LlntaHecT B KpoBMU 2079
UccneposaHune ypoBHA aHTUTeN IgG K annepreHy c88 MenunsakauH
A09.05.118.000.67 | & NonokauH/Mepivacaine B Kposu 2079
UccnepoBaHue ypoBHA aHTUTEN IgG K annepreHy bynmueakanH &
A09.05.118.000.69 | AHekaunH & MapkaunH/Bupivacaine B Kposu 2079
UccneposaHue ypoBHA aHTUTeN IgG K annepreHy c210 TeTpakaunH
A09.05.118.000.311 | (Tetracain)/[nKanH B KpoBU 2079
UccnepoBaHue ypoBHA aHTUTeEN IgG K annepreHy ¢196 InuHeppuH
A09.05.118.000.24 | (Epinefrine) B KpoBu 2079
Onpeaenexne JHK Bupyca npoctoro repneca 1 1 2 Tunos (Herpes
A26.21.009.001 simplex virus types 1, 2) B otaenaemom ms ypetpbl metogom MLUP 350
Onpeaenexne JHK Bupyca npoctoro repneca 1 1 2 Tunos (Herpes
A26.20.010.001 simplex virus types 1, 2) B oTaensaemom us LLepBUKanbHOro KaHana | 350
OnpeaenexHne JHK Bupyca npoctoro repneca 1 1 2 Tunos (Herpes
simplex virus types 1, 2) B oTaensaemom 13 Bnaraamiia MeTogom
A26.20.013.001 nup 280
Onpeaenexne OHK Bupyca npoctoro repreca 1 1 2 Tunos (Herpes
simplex virus types 1, 2) B oTAenaemMom co CIM3NCTON 060/104KM
A26.08.017.000.02 poTtornotku metogom MNLP, kauecTBeHHOE UccneaoBaHue 280
OnpeaeneHne JHK Bupyca npoctoro repneca 1 1 2 Tunos (Herpes
simplex virus types 1, 2) Bo BHyTpeHHUX BUONOrNYECcKux
A26.05.035.001.01 | xwnakoctax metogom [MLP 280
Onpepenexune OHK untomeranosupyca (Cytomegalovirus) B
oTaenaemom u3 ypetpol metogom MNLP, kKauectBeHHOe
A26.21.010.001 nuccnegoBaHme 350
Onpepenexune OHK untomeranosupyca (Cytomegalovirus) B
oTAenaemom 13 LepBuUKaabHOro KaHana metogom MNUP,
A26.20.011.001 KayecTBeHHOe nccneaoBaHme 350
Onpepenexune OHK untomeranosupyca (Cytomegalovirus) B
oTpenaemom 13 snaranvwa metogom MNLP, kayectBeHHoe
A26.20.014.001 nuccnegoBaHme 280




A26.08.058.001

OnpeaenexHne AHK untomeranosumpyca (Cytomegalovirus) B
Ma3Kax CO CIM3NCTOM 060104KKN pOTOrN0TKM meTogom MLP,
KauyecTBeHHOe uccen0BaHme

350

A26.05.017.001.02

Onpepenenune OHK umntomeranosupyca (Cytomegalovirus) Bo
BHYTPEHHMX BMON0rMYeckux Kuaxkoctax metogom MNLP,
KayecTBEHHOe uccnegoBaHue

280

A26.08.059.001

Onpeaenexne AHK supyca InwtenHa-bapp (Epstein - Barr virus) B
Mas3Kax Co CIM3MUCTOM 060/104KKN POTOrNOTKK meToaom [MLP,
KauyecTBeHHOe uccen0BaHme

350

A26.05.011.001.02

Onpepenexune OHK supyca dnwreliHa-bapp (Epstein - Barr virus)
BO BHYTPEHHMX BUONOTNYECKMX KMAKOCTAX meTogom MLP,
KayecTBeHHOe ucciegoBaHue

280

A26.26.016.001.02

Onpegenexne JHK Bupyca BeTpAHOM OCMbl U ONOACHIBAOLLETO
nvwan (Varicella-Zoster virus) B oTaensaemom co cmM3ncToin
060/104KM poTOrnoTkn metogom MLUP, kKauecTBeHHoE
nccnepoBaHue

400

A26.23.011.001.01

OnpegeneHne HK BupycaBeTpAHON OCMbl M ONOACHIBAOLLENO
nuuwas (Varicella-Zoster virus) Bo BHyTpeHHUX 61ON0OrMYECKNX
Rugroctax metogom MNLP, KauecTBeEHHOE UCCe0BaHMeE

400

A26.08.060.001

Onpepenexune OHK Bupyca repneca 6 Tuna (HHV6) B masKkax co
CAn3nCTOM 060104KKN POTOrNOTKM MeToaom MLP, KauecTBeHHOe
nccnegosaHue

400

A09.28.018

AHanus MWUHEPAIbHOIO COCTaBa MOY€EBbIX KamHel

1600

A26.05.033.001.02

OnpegeneHne JHK Bupyca repneca 6 Tuna (HHV6) Bo BHyTpeHHMX
6uronornyeckmx xRuaroctax metogom MUP, kayectseHHoe
nccnegoBaHue

400

A26.08.063.001

OnpegeneHne PHK Bupyca kpacHyxu (Rubella virus) B ma3sKkax co
CAN3NCTOM 060104YKKN POTOrNOTKM meTogom MLP

800

A26.05.039.001.02

OnpegeneHne PHK Bupyca KpacHyxu (Rubella virus) Bo
BHYTPEHHMX BMONOrMUECKUX KMUAKOCTAX meTogom MLP,
KayecTBeHHOe Uccaef0BaHNe

800

A26.08.057.001

OnpegenexHne JHK napsoBupyca B19 (Parvovirus B19) B ma3sKax
CO CN3NCTOM 060104KM POTOrNOTKM meTogom MNLP, KauecTBeHHOE
nccnegoBaHue

750

A26.30.014.001.01

OnpeaenexHne JHK napsosupyca B19 (Parvovirus B19) Bo
BHYTPEHHMX BUONOrMYECKUX KMAKOCTAX meTogom MLP,
KayecTBeHHOe ucciefoBaHue

750

A26.08.038.000.01

OnpeaeneHne PHK BupycoB rpunna (Bupyc rpunna A, Bupyc
rpounna B) B oTAensieMom co CM3NCTON 060N0YKM POTOTNOTKM
meTogom MNLLP, kayecTBeHHOe uUccnesoBaHue

1109

A26.09.019.000.02

OnpeaeneHne PHK BupycoB rpunna (Bupyc rpunna A, Bupyc
rpunna B) Bo BHYTPEHHUX BUONOrMYECKMX HKUAKOCTAX METOL0M
nup

1078

A26.08.052.001.01

Onpegaenexune [HK Streptococcus pneumoniae B 0TAEAAEMOM CO
cnm3ncToit 060104KM POTOrNOTKM MeTogom MNLP, KauecTBeHHOE
nccnepoBaHue

850

A26.08.056.001.01

Onpegaenexune [HK Streptococcus pyogenes B 0TAEN15€MOM CO
cnmsncToit 060104KM POTOrNOTKM MeTogom MLUP, KayecTBeHHOe
nccneposaHue

500

A26.08.049.001

OnpepenerHne AHK Chlamydophila pneumoniae B ma3Kax co
CNN3UCTON 060104YKKN POTOrNOTKK meToaom MLP

400

A26.08.048.001

OnpepeneHne AHK Mycoplasma pneumoniae B Ma3Kax co
CNN3UCTON 06010YKN POTOFNOTKK meToaom MLP

400




A26.08.050.001.01

Onpepenenune OHK Bo3byanTtensa koknwowa (Bordetella spp,
Bordetella pertussis, Bordetella bronchiseptica) 8 otaenaemom co
CcAn3ncTo 060104KKN poTOrnoTkM metoaom MNLP, KayecTBEHHOE
nccnefoBaHue

800

A26.26.017.001.02

Onpepenexune OHK rpubos poaa KaHanga anbbukaHc (Candida
albicans) B oTaensemom co cam3ncTon 060/104KM POTOTIOTKM
metogom lMLP, kauecTBeHHOE nccnegoBaHue

220

A26.26.017.001.04

OnpeaeneHne AHK rpubos poaa KaHamnaa (C
albicans/Cglabrata/Ckrusei) 8 oTaensaemom co camsmncroin
060/104KM poTOrnoTkn metogom MLP ¢ yTouHeHnem Bnaa,
KaQuecTBEeHHOe UccneoBaHme

700

A26.21.007.001

Onpepenenne OAHK xnamugmm TpaxomaTuc (Chlamydia
trachomatis) B otaensemom m3 ypetpbl metogom MLP

300

A26.20.020.001.01

Onpepenexne OAHK xnamugmm TpaxomaTuc (Chlamydia
trachomatis) B oTaensemom 13 LLepBMKaAbHOIO KaHala METOA40M
MUP, kayecTBeHHOE nccnegoBaHme

300

A26.20.020.001.02

Onpepenenne OAHK xnamugmm TpaxomaTuc (Chlamydia
trachomatis) B oTgensemom 13 sBnaranuiua metoaom MLP,
KaQyecTBEHHOe UccnesoBaHme

200

A26.08.066.001

Onpepenexune OAHK xnamugmm TpaxomaTuc (Chlamydia
trachomatis) B Ma3kax co cnm3ncTolt 060104KN POTOTNOTKU
metogom IMUP

280

A26.21.032.001

Onpepenenne AHK mukonnasmbl xommnHuc (Mycoplasma hominis)
B OTAEeNAEeMOM 13 ypeTpbl meTogom MNMLUP, KauecTBeHHOE
nccnepoBaHue

300

A26.20.028.001.01

OnpegenexHne JHK mukonnasmbl xommHuc (Mycoplasma hominis)
B OTAENAEeMOM U3 LiepBMKaAbHOro KaHana metogom MLP,
KayecTBeHHOe uccneaoBaHme

300

A26.20.028.001.02

OnpegenexHne JHK mukonnasmbl xommHuc (Mycoplasma hominis)
B OTAENAeMOM U3 Baranunwa metogom MLUP, KayecTeBeHHOe
nccnefosaHue

200

A26.21.031.001

Onpeagenexnne JHK muKonnasmbl reHutannym (Mycoplasma
genitalium) B oTgensemom us ypetpbl metogom MLP

300

A26.20.027.001.01

OnpegenexHne JHK muKkonnasmbl reHutanmym (Mycoplasma
genitalium) B oTAeN1A€MOM 13 LLepBMKaIbHOIO KaHaNa METOAOM
MUP, kayecTBeHHOE MccneaoBaHue

300

A26.20.027.001.02

OnpeagenexHne JHK muKkonnasmbl reHutanmym (Mycoplasma
genitalium) B oTgensemom us snaranmwa metogom MLPp,
KayecTBEHHOe uccnegoBaHme

280

A26.21.033.001.02

Onpeaenexne OHK ypeannasm (Ureaplasma urealyticum) B
oTaensemom 13 ypetpbl metogom MNLP, KauecTBeHHoe
nccneposaHue

300

A26.20.035.001.05

Onpeaenexne OHK ypeannasm (Ureaplasma urealyticum) B
OTAEeNAEMOM M3 LiepBUKaAbHOTO KaHana metogom MLP,
KayecTBeHHOE UccnefoBaHune

300

A26.20.035.001.06

Onpeaenexne OHK ypeannasm (Ureaplasma urealyticum) B
oTAenaemom 13 Bnaranunwa metogom MUP, kayecteeHHoe
nccnepoBaHue

300

A26.21.033.001.01

Onpeaenexne AHK ypeannasm (Ureaplasma parvum) B
oTaensaemom m3 ypetpbl metogom NUP, kKayectBeHHOe
nccnepoBaHue

300




A26.20.035.001.03

OnpeaenexHne AHK ypeannasm (Ureaplasma parvum) B
oTAenaemom 13 LepBUKanbHOro KaHana metogom MNUP,
KayecTBEHHOE uccnegoBaHue

300

A26.20.035.001.04

Onpeaenexne AHK ypeannasm (Ureaplasma parvum) B
oTaenaemom m3 Baaraaumwa metogom lNLUP, kayecteeHHOoe
nuccnepoBaHue

280

A26.20.022.001.01

OnpeaenexHne AHK roHokokKa (Neiseria gonorrhoeae) B
otaenaemom m3 ypetpol metogom MNUP, kKauectBeHHOe
nccnefoBaHue

300

A26.20.022.001.02

OnpeaeneHne AHK roHokokKa (Neiseria gonorrhoeae) B
oTAeNaeMoM M3 LepBUKANbHOIo KaHana metogom MNLUP,
KayecTBeHHOe uccea0BaHme

300

A26.20.022.001.03

Onpepenexune OHK roHokoKKa (Neiseria gonorrhoeae) B
otaenaemom m3 snaraauvwa metogom lMNLUP, kayecteeHHOE
nccnepoBaHue

280

A26.08.067.001

Onpepenexune OHK roHokokKa (Neisseria gonorrhoeae) B masKkax
CO cIM3MCTON 060/104KM POTOrNOTKM MeTogom MLP

280

A26.20.030.001.01

Onpepenexune OHK rapaHepennsl BarmHanuc (Gadnerella
vaginalis) B oTgensemom us ypetpbl metogom MLUP

300

A26.20.030.001.02

Onpepenenune OHK rapaHepennsl BarmHanuc (Gadnerella
vaginalis) B oTaenaemom us LepBuKaibHOro KaHana metogom MLP

300

A26.20.030.001

Onpepenenune OHK rapaHepennsl BarmHanuc (Gadnerella
vaginalis) Bo BnaraanwHom otaensemom metogom MLP

280

A26.21.055.000.01

OnpeaenexHne JHK rpubos poaa KaHamaa anbbukaHc (Candida
albicans) B otaenaemom us ypetpbl metogom MLP

300

A26.20.048.000.02

Onpeaenenne JHK rpubos poaa KaHamaa anbbukaHc (Candida
albicans) B otaenaemom s LepBUKaNbHOro KaHana metogom MLUP

200

A26.20.048.000.01

Onpeaenexne JHK rpmubos poaa KaHamaa anbbukaHc (Candida
albicans) B oTaenaemom ms snaranunuia metogom MLP,
KayecTBeHHOe uccneaoBaHme

300

A26.21.055.000.03

OnpeaenexHne JHK Bo3byauTteneit KaHamaosa (C
albicans/Cglabrata/Ckrusei) B oTaenaemom us ypetpbl MeTo4om
MLUP c TMnupoBaHuem 40 BMAaa

700

A26.20.048.000.04

Onpeaenenne JHK Bo3byauTtenei KaHamaosa (C
albicans/Cglabrata/Ckrusei) B oTaensemom 13 LepBUKanbHOro
KaHana metogom lMUP ¢ ytouHeHnem Bnaa

700

A26.20.048.000.03

OnpeaenexHne AHK Bo3byauTteneit KaHamaosa (C
albicans/Cglabrata/Ckrusei) B otaenaemom 13 snaranuuia
metogom lMUP ¢ yTouHeHnem Bnaa

700

A26.21.030.000.01

OnpeaenexHne AHK TpuxomoHac BarmHanauc (Trichomonas
vaginalis) B oTgensemom us ypetpol metogom MLUP, kayecTseHHoe
nccnefoBaHue

300

A26.20.026.001.01

OnpeaenexHne AHK TpuxomoHac BarumHanumc (Trichomonas
vaginalis) B oTaensemom U3 LepBUKaIbHOTO KaHala MeTO4,0M
MNUP, kayectBeHHOE nccnegoBaHme

300

A26.20.026.001.02

OnpeaenexHne AHK TpuxomoHac BarumHanumc (Trichomonas
vaginalis) B oTaensemom 13 Bnaranuuia metogom MUP,
KauecTBeHHOe uccnegoBaHue

280

A26.20.025.001.01

Onpeaenexne AHK 6neaHoli TpenoHemsl (Treponema pallidum) B
otaenaemom um3s ypetpbl metogom MNUP, kayectseHHOe
nccnepoBaHue

400




A26.20.025.001.02

Onpepenexue OHK 6neaHon TpenoHemsl (Treponema pallidum) B
oTAenaemom 13 LepBUKanbHOro KaHana metogom MNUP,
KauyecTBeHHOe uccen0BaHme

400

A26.20.025.001.03

Onpepenenue OHK 6neaHon TpenoHemsl (Treponema pallidum) B
oTaenaemom m3 Baaraaumwa metogom lNLUP, kayecteeHHOoe
nccnefoBaHue

400

A26.05.025.001.01

OnpepenerHne AHK Treponema pallidum Bo BHYTpeHHMX
6uonormyecknx Kmnarocrtax merogom MNLP, kKayectseHHoe
nccnepoBaHue

400

A26.21.036.001.01

MaToreHbl-6, MONEKYNAPHO-OMOIOrMYECKOE UCCef0BaHNE
oTaenaemoro us ypetpbl metogom MNUP Ha nHbekuuu,
nepegatowmecs nonosbim nytem (UMNMNM)

1900

A26.21.036.001.02

MaToreHbl-6, MoNeRyNAPHO-6MONOrMYECKOe NccneaoBaHme
OTAeNAeMoro 13 LLepBUKaabHOro KaHana metogom MNLUP Ha
MHbEKUUK, NepeaatoLLmeca nonosbim nytem (UMNMM)

1900

A26.21.036.001.03

MaToreHbl-6, moneKkynApHO-6MonorMyeckoe nccneaosaHmne
oTgensemoro u3 Bnaranuwa metogom MLUP Ha nHpekumm,
nepegatowmecsa nonosbim nytem (UMNMM)

1900

A26.21.036.001.07

MaToreHbl-12, monekynsapHo-6uonormyeckoe nccnenoBaHme
oTgensemoro u3 ypetpbl metogom MNLP Ha nHdperkuuu,
nepegatowmecsa nonosbim nytem (UMNMM)

3750

A26.21.036.001.08

MaToreHbl-12, moneKynsapHo-buonormyeckoe ucciegoBaHme
oTAEeNAEMOro U3 LiepBUKaibHOro KaHana metogom MLP Ha
nHbeKunn, nepegatomeca nonosbim nytem (MMNMM)

3750

A26.21.036.001.09

MaToreHbl-12, moneKkynsapHo-buonormyeckoe uccnegoBaHme
oTaensemoro us snaranvuwa metogom MUP Ha nHbekumn,
nepeaatowmecs nososbim nytem (UMMM)

3750

A26.30.020.001.04

Onpegenenne AHK nuctepum (Listeria monocytogenes) B
oTAENAEMOM CO CNN3UCTON 060N04KM POTOrNOTKM MeTogom MLUP,
KayecTBeHHOe ucciefoBaHue

431

A26.20.008.000.02

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeL0BaHNE
OTZEeNAEMOr0 M3 LLePBUKANbHOMO KaHana Ha aspobHbie u
$aKyNbTaTMBHO-aHA3PO6HbIE MMKPOOPraHU3MbI

1200

A26.20.008.000.04

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeL0BaHNE
OTZLe/INEMOrO M3 MNOJIOCTM MATKM Ha aspobHble N GaKyNbTaTUBHO-
aHa3pPO6HbIE MMKPOOPraHU3Mbl

1200

A26.20.008.000.01

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeL0BaHNE
OTZeNIAEMOr0 M3 YpeTpbl Ha a3pobHble U GpaKyNbTaTUBHO-
aHa3pPO6HbIE MUKPOOPraHU3Mbl

1000

A26.20.016.000.02

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeA0BaHNE
OTZeNIAEMOr0 M3 LLePBMKANbHOMO KaHana Ha rpubbl poga KaHanaa
(Candida spp)

1400

A26.20.016.000.03

MuKpobuonoruyeckoe (KynbTypanbHoe) nccneaosaHue
oTAENAEMOro U3 NOM0CTU MaTKM Ha rpubbl poaa KaHauaa (Candida

spp)

1200

A26.21.014.000.01

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeA0BaHNE
OTAeNAeMOoro 13 ypetpbl Ha rpubsl poga KaHamaa (Candida spp)

1200

A26.20.005.000.05

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeA0BaHNE
oTAeNAemMoro 13 Baaranuuia Ha ypeannasmy (Ureaplasma spp) u
Mmukonnasmy (Mycoplasma hominis)

1463

A26.20.005.000.04

MuKpobuonornyeckoe (KyabTypanbHOE) UCCAea0BaHME
OTAEeNAEMOro 13 LLePBMKANbHOMO KaHana Ha ypeaniasmy

1000




(Ureaplasma spp) n mukonnasmy (Mycoplasma hominis) c
onpegeneHnem TMTpa

A26.20.005.000.06

MuKpoburonornyeckoe (KynbTypanbHoe) nccnenoBaHme
oTAeNAeMoro 13 NosocTn MaTku Ha ypeannasmy (Ureaplasma spp)
n mukonnasmy (Mycoplasma hominis) c onpegeneHnem TMTpa

1450

A26.21.004.000.02

Mukpoburonormyeckoe (KynbTypasibHoe) uccieaoBaHue
oTAEeNAEeMOro 13 ypeTpbl Ha ypeannasmy (Ureaplasma spp) u
mukonnasmy (Mycoplasma hominis) c onpegeneHnem TMTpa

1450

A26.20.002.000.01

Mukpoburonormyeckoe (KyabTypanbHoe) nccnegoBaHmne
OTAENAEeMOro 13 LepPBMKaNbHOTO KaHana Ha rTOHOKOKK (Neisseria
gonorrhoeae)

900

A26.20.002.000.03

MuKpoburonoruyeckoe (KynbTypanbHoe) uccnegoBaHue
oTAEeNAEMOro U3 NoM0CTM MaTKM Ha TOHOKOKK (Neisseria
gonorrhoeae)

900

A26.21.002

MuKpoburonoruyeckoe (KynbTypanbHoe) uccnegoBaHue
OTAENAeMOro 13 ypeTpbl Ha TOHOKOKK (Neisseria gonorrhoeae)

900

A26.20.017.000.01

MuKpoburonoruyeckoe (KynbTypanbHoe) uccnegoBaHue
OTZe/IAEMOr0 M3 LLePBMKAIbHOIO KaHala Ha TPUXOMOHAC
BarnHanuc (Trichomonas vaginalis)

900

A26.20.017.000.02

MuKpobuonoruyeckoe (KynbTypanbHoe) uccnegosaHue
oTAEeNAEeMOro U3 NOM0CTU MaTKMU Ha TPMXOMOHAC BarMHaamc
(Trichomonas vaginalis)

900

A26.21.047

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeL0BaHNE
OTZLe/INEMOrO M3 YPeTpbl Ha TPMXOMOHAc BaruHaauc (Trichomonas
vaginalis)

900

A26.21.004.000.05

MuKpobuonornyeckoe (KyabTypanbHOE) UCCeL0BaHMNE 3AKYNATA
Ha ypeannasmy (Ureaplasma spp) n mmkonnasmy (Mycoplasma
hominis) c onpegeneHnem TMTpa

1617

A26.21.006

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeL0BaHNE
OTZLe/INEMOr0 CEKPEeTa NPOCTaThl Ha a3pobHble U GaKyNbTaTUBHO-
aHa3pO6HbIe YCIOBHO-MATOreHHbIE MUKPOOPTraHU3MbI

1463

A26.21.014.000.02

MuKpobuonornyeckoe (KyabTypasabHOE) UCCef0BaHNE CEKPETA
npocTaTbl Ha rpmnbsl poga kaHauaa (Candida spp)

1463

A26.21.004.000.08

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAEL0BaHNE MOYM HA
ypeannasmy (Ureaplasma spp) u mnkonnasmy (Mycoplasma
hominis) c onpegeneHnem TMTpa

1400

A26.21.002.000.01

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeA0BaHNE
OTZLeNIAEMOr0 CeKpeTa NpocTaTbl Ha TOHOKOKK (Neisseria
gonorrhoeae)

924

A26.21.012

MuKpobuonornyeckoe (KyabTypanbHOE) UCCNeL0BaHNE ceKpeTa
npocTaThbl Ha TPUxomoHac BarmHanuc (Trichomonas vaginalis)

1078

A26.21.047.000.01

MuKpobuonornyeckoe (KyabTypanabHOE) UCCAeA0BaHMNE IAKYNATA
Ha TpMxomoHac BarnHanuc (Trichomonas vaginalis)

1078

A26.21.002.000.02

MuKpobuonornyeckoe (KyabTypanbHOE) UCCAeA0BaHME IAKYNATA
Ha roHOKoKK (Neisseria gonorrhoeae)

924

A26.08.006

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeA0BaHNE CMbIBOB
M3 OKOJIOHOCOBbIX NOAOCTEN Ha a3pobHble U GaKyNbTaTUBHO-
aHa3pO6HbIE MUKPOOPraHU3Mbl

1400

A26.08.005.000.04

Mukpoburonormyeckoe (KynbTypanbHoOe) UccnenoBaHue
OTAEeNAEMOro CO CIM3MCTON 060/104KM HOCOMTOTKM Ha a3pobHble U
baKyNbTaTMBHO-aHa3PO6HbIe MUKPOOPraHN3Mbl

1400




A26.08.005.000.02

Mukpoburonormyeckoe (KyabTypanbHoe) nccnenoBaHue
OTAEe/NAeMOro co CM3nUcTo 060/104KKN 3eBa Ha adpPOobHbIe U
daKynbTaTUBHO-aHA3POOHbIE MUKPOOPraHM3MbI

1400

A26.08.005.000.01

Mukpoburonormyeckoe (KynbTypasnbHOe) UccieaoBaHUE CAU3K C
MMWHAAMH Ha a3pobHble U GaKynbTaTUBHO-aHa3pobHble
MWKPOOPraHM3mbl

1400

A26.08.009.000.02

Mukpoburonormyeckoe (KynbTypasibHoe) uccieaoBaHue
OTAEeNAeMoro C/IM3NCTOM 060104KN HOCa Ha rpnbbl poaa KaHamaa
(Candida spp)

1200

A26.08.009.000.03

Mukpoburonormyeckoe (KyabTypanbHOe) UccnenoBaHme CMbIBOB
13 OKOJIOHOCOBbIX NOAOCTEN Ha rpubbl poaa KaHanaa (Candida

spp)

1200

A26.08.009.000.01

Mukpobuonornyeckoe (KyabTypaabHOE) UCCEL0BaHUE CO
CIN3NCTOM 060N104YKN HOCOFNIOTKM Ha rpmbbl poaa KaHanAa
(Candida spp)

1200

A26.07.006.000.03

MuKpoburonoruyeckoe (KynbTypanbHoe) uccnegoBaHue
oTAeNAeMoro 13 3eea Ha rpmbbl poga kaHamnaa (Candida spp)

1200

A26.07.006.000.04

MuKpobuonoruyeckoe (KynbTypanbHoe) nccnefoBaHue camsm ¢
MWHAANMH Ha rpubbl poaa KaHanaa (Candida spp)

1200

A26.08.015.000.04

MuKpobuonoruyeckoe (KynbTypanbHoe) nccnesosaHue
OTAe/IAeMOro Co CM3nUCToM 060/104KM HOoCca Ha beTa-
remMmonuTUYecKue CTpenToKOKKM (Streptococcus)

1000

A26.08.015.000.05

MuKpobuonornyeckoe (KyabTypasabHOE) UCCIeA0BaHNE CMbIBOB
M3 OKOJIOHOCOBbIX NONOCTEN Ha 6eTa-reMoanTMyeckme
CTPEenTOKOKKM (Streptococcus)

1000

A26.08.015.000.03

MuKpobuonornyeckoe (KyabTypasbHOE) UCCAeL0BaHUE CO
CM3NCTOM 060N0YKM HOCOT/IOTKM Ha beTa-reMoanTuycKkue
CTPEenTOKOKKM (Streptococcus)

1000

A26.08.015.000.01

MuKpobuonoruyeckoe (KynbTypanbHoe) nccnegosaHue
oTAEeNAeMOoro 13 3esa Ha 6eTa-reMosIMTUUYCKME CTPENTOKOKKM
(Streptococcus)

1000

A26.08.015.000.02

MuKpobuonoruyeckoe (KynbTypanbHoe) nccnesoBaHue camsu C
MWHAANVH Ha 6eTa-reMosIMTUYECKNE CTPENTOKOKKN
(Streptococcus)

1000

A26.30.010.000.13

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeL0BaHNE
OTZLeNIAEMOrO CO C/IM3UCTON 060/I04KM HOCa Ha 30/10TUCTbIN
cTadmnoKokk (Staphylococcus aureus)

1100

A26.30.010.000.16

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeA0BaHNE
OTZeNIAEMOrO CO C/IM3UCTON 060I04KM HOCOrIOTKM Ha 30/10TUCTbI
ctadmnoKokk (Staphylococcus aureus)

1100

A26.30.010.000.10

MuKpobuonornyeckoe (KyabTypanbHOE) UccneaoBaHue
OTZLeNINEMOrO M3 POTOINIOTKM Ha 30/10TUCTbIN CTapUNIOKOKK
(Staphylococcus aureus)

1100

A26.30.010.000.12

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeA0BaHNE CNU3K C
MUHAA/IMH Ha 30/10TUCTbIN cTadMNOKOKK (Staphylococcus aureus)

1100

A26.30.010.000.09

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeA0BaHME
maTepuana U3 4ecHeBOro KapMaHa Ha 30/10TUCTbI CTapUIOKOKK
(Staphylococcus aureus)

1100

A26.30.010.000.08

Mukpobuonormyeckoe (KynbTypanbHOe) UccnenoBaHue
OTAENAEMOro CO C/IM3UCTOM 060/104KM NOMOCTU PTa Ha 30/10TUCTbIN
ctadmnoKokk (Staphylococcus aureus)

950




A26.08.003.000.03

Mukpoburonormyeckoe (KyabTypanbHoe) nccnenoBaHue
OTAENAeMOro CO CM3UCTON 060/104KM HOCa HAa MEHUHTOKOKK
(Neisseria meningitidis)

900

A26.08.003.000.02

Mukpoburonormyeckoe (KynbTypasnbHOe) UcciesoBaHue
OTAeNAeMOro CO CIM3UCTON 060/104KN HOCOTNOTKM Ha
MEHMHIOKOKK (Neisseria meningitidis)

1100

A26.09.015.000.05

Mukpoburonormyeckoe (KyabTypanbHoe) nccnenoBaHmne
OTAE/IAEMOro CO CM3UCTOM 060/104KM HOCA Ha NaOYKY KOKOLWA
(Bordetella pertussis)

900

A26.09.015.000.04

Mukpoburonormyeckoe (KyabTypanbHoe) nccnegoBaHune
OTAENAEeMOro U3 HOCOT/IOTKM Ha NafoyKy Koknowa (Bordetella
pertussis)

900

A26.08.015.000.07

MuKpoburonoruyeckoe (KynbTypanbHoe) uccnegoBaHue
maTtepuana u3 A4ecHeBoro KapmaHa Ha 6eTa-remoanTMyeckne
CTPENnTOKOKKM (Streptococcus)

1001

A26.07.006.000.02

MuKpoburonoruyeckoe (KynbTypanbHoe) uccnegoBaHue
maTtepuana u3 A4ecHeBOro KapmaHa Ha rpubbl poaa KaHauaa
(Candida spp)

1155

A26.07.006.000.01

MuKpobuonoruyeckoe (KynbTypanbHoe) nccnegosaHue
oTAensemoro M3 nosocTu pta Ha rpmbol poga kaHamaa (Candida

spp)

1200

A26.09.024.000.01

MuKpoburonoruyeckoe (KynbTypanbHoe) uccneaoBaHne MOKPOTbI
Ha rpmbbl poga KaHamaa (Candida spp)

500

A26.25.004.000.01

MuKpobuonoruyeckoe (KynbTypanbHoe) nccnegosaHue
oTAensaemoro 13 ywen Ha rpubsl poga KaHamaa (Candida spp)

500

A26.02.004.000.04

MuKpobuonoruyeckoe (KynbTypanbHoe) uccnegosaHue
onepaunmoHHOro matepuana Ha rpubsl poga KaHamaa (Candida

spp)

1232

A26.02.001.000.03

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeL0BaHNE
onepaLMoHHOro matepuana Ha aspobHblie U GaKyIbTaTUBHO-
aHa3pPO6HbIE MUKPOOPraHU3Mbl

1232

A26.30.010.000.01

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeL0BaHNE
onepaLMoHHOro MaTepuana Ha 30/10TUCTbIN CTaPUIOKOKK
(Staphylococcus aureus)

1232

A26.06.093.000.02

OnpeaeneHne aHTUTEN Knacca A (IgA) K nepcmHmnm
aHTepokonuTuka (Yersinia enterocolitica) B Kposu

900

A26.06.093.000.03

OnpeaeneHne aHTUTen Knacca G (1gG) K nepcmHum
aHTepokonuTmka (Yersinia enterocolitica) B Kposu

900

A26.21.036.001.06

MaToreHbl-10, MonekynspHo-6Monormyeckoe nccnesoBaHme
oTAensemoro u3 snaranumiia metogom MUP Ha nHdekumn,
nepeaatowmecs nososbim nytem (UMMM)

3000

A26.21.036.001.05

MaToreHbl-10, monekynsapHo-6Monormyeckoe nccnegoBaHme
OTAEeNAeMoro 13 LepBmKanbHoOro KaHana metogom MUP Ha
nHdeKunn, nepeaatolmeca nonosbim nytem (MMNMM)

3000

A26.21.036.001.04

MaToreHbl-10, moneKkynspHo-6Monormyeckoe nccieoBaHme
oTaenaemoro us ypetpbl metogom MNLUP Ha nHbekupu,
nepeaatowmecs nososbim nytem (UMMM)

3000

A26.08.038.000.03

OnpeaeneHne PHK Bupycos rpunna (Bupyc rpynna A u B), HIN1,
naparpunna, KopoHaBuMpycbl, 6OKaBUPYC, afeHOBUPYC, PUHOBUPYC,
pecnMpaTopHO-CUMHTULMA/BHDBIN BUPYC, METaNHEBMOBUPYC B
oTAENAEMOM CO CAN3UCTON 060104KM POTOrNOTKM MeTogom MLUP,
KayecTBeH

3465




OnpepeneHune PHK BupycoB rpunna (BUpyc rpunna A, Bupyc
rounna B), HIN1, naparpunn, KopoHaBupyco, 6okaBupyc,
a[eHOBUPYC, PUHOBUPYC, PECMUPATOPHO-CUHTULMANBHbI BUPYC,

A26.09.036.000.03 | meTanHeBMOBMPYC B cntoHe meTogom [1LIP 3465

Onpepenexune PHK BupycoB rpunna (BUpyc rpunna A, Bupyc

rounna B), HIN1, naparpunna, KopoHaBuMpycbl, 6oKaBUpYycC,

a,eHOBUPYC, PUHOBUPYC, PECMMPATOPHO-CUHTULMANBHBIV BUPYC,

MeTaNHEBMOBMUPYC BO BHYTPEHHMX BMONOMMYECKUX HKUAKOCTAX
A26.09.019.000.06 | meTtogom IMUP 3465

OnpepeneHune aHTUTEN Knacca A (IgA) K xnamuanm nHeBMOHUK
A26.06.016.000.01 | (Chlamydia pheumoniae) B KpoBu 1000

OnpepeneHue aHTMTeN Knacca A (IgA) K MMKonaasme NHEBMOHMUM
A26.06.057.000.03 | (Mycoplasma pneumoniae) B KpoBu 850

UccnepoBaHue yposHaA aHTUTen IgE K annepreHy f3 Tpecka
A09.05.118.000.157 | (Cod/Gadus morhua) B Kposu 551

UccnepoBaHue ypoBHA aHTUTeN IgG K annepreHy f1 AnuHbiii 6enok
A09.05.118.000.93 | (Egg white) B KpoBu 1540

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeL0BaHNE

OTAEeNAEMOro CO CIM3UCTOM 060104KM NONOCTU pTa Ha beTa-
A26.08.015.000.06 | remoAUTUYCKME CTPENTOKOKKM (Streptococcus) 1200

NccnepoBaHue ypoBHA OMyX0/1eaccoumMmnpoBaHHOro mapkepa CA
A09.05.232 242 B KpoBU 1000
A09.05.069 UccneposaHme ypoBHA anba0CTEPOHA B KPOBU 1050

MaTonoro-aHaToMMYecKoe uccnenosaHne GUoONCUMHOro
A08.30.046.000.01 | (onepaLMOHHOro) MmaTepmana CAOKHOIo OpraHa 5852
A08.20.017.001.06 | OHKonpoTeunH pl6ink4a B LMTONOIrMYECKMX NpenapaTax 3927
A09.05.242.001.04 | WccnepoBaHue ypoBHA meTanna AntomunHuii (Al) B kKposu 693
A12.06.060.000.12 | OnpepgeneHune ypoBHS BUTaMUHA A (peTUHON) B KPOBU 3000
A12.06.060.000.14 | OnpepeneHune ypoBHs BUTaMmuHa E (Tokodepon) B Kposu 3100
A12.06.060.000.15 | OnpepgeneHue ypoBHs BuTammHa K1 (pUNNOXMHOH) B KPOBM 3000

MonekynapHo-reHeTU4ecKoe uccnegosaHme mytauuii B reHe CFTR
A27.05.036 (MmykoBMCLMA03) B KPOBU 12474
A09.05.242 UccneposaHme ypoBHA METaNI0B B KPOBU 3696

MuKpoburonoruyeckoe (KynbTypanbHoe) nccnefoBaHme

OTAENAEMOro KOHbIOHKTUBbI NPABOrO /1a3a Ha a3pobHble U
A26.26.004.000.01 | dpaKynbTaTUBHO-aHA3POOHbIE MUKPOOPraHM3Mbl 1200

MuKpoburonornyeckoe (KynbTypanbHoe) nccnenosaHme

OTAENAEMOro KOHbIOHKTUBbI 1IEBOTO 1a3a Ha a3pobHble U
A26.26.004.000.02 | paKynbTaTUBHO-aHA3POOHbIE MUKPOOPraHM3Mbl 1200

MuKpoburonornyeckoe (KynbTypanbHoe) nccnefosaHme

OTAENAEMOro KOHbIOHKTUBbI 1€BOTO 1a3a Ha rpmbbl poaa
A26.26.022.000.02 | kaHauaa (Candida spp) 1120

MuKpoburonoruyeckoe (KynbTypanbHoe) nccnefosaHume

OTAENAEMOro U3 NPaBoro yxa Ha asapobHble U GpaKyNbTaTUBHO-
A26.25.001.000.01 | aHa3pob6HbIE MUKPOOPraHU3MblI 1155

MuKpoburonornyeckoe (KynbTypanbHoe) nccnenosaHme

OTAENAEMOro U3 IEBOTO yXa Ha aspobHble 1 GaKyAbTaTUBHO-
A26.25.001.000.02 | aHa3pob6HbIE MUKPOOPraHU3MblI 1155

Mukpoburonormyeckoe (KynbTypanbHoe) uccnenoBaHue

0TAEeNAeMoro KOHbHHKTMBbI NPABOro r1a3a Ha 30/10TUCTbIM
A26.30.010.000.23 | cTtadmnoKokK (Staphylococcus aureus) 1125




MuKpobuonoruueckoe (KynbTypanbHoe) nccnemosaHue
OTAENAEMOro KOHbIOHKTUBbLI JIEBOTO /1a3a Ha 30/10TUCTbIN

A26.30.010.000.24 | ctadmnnoKOKK (Staphylococcus aureus) 1155
MuKpoburonoruyeckoe (KynbTypanbHoe) ncciefoBaHue paHeBoOro
A26.02.004.000.01 | oTtaensemoro Ha rpubsbl poaa KaHauaa (Candida spp) 1200
Mukpobuonornyeckoe (KyabTypaabHOE) UCCAEL0BAaHUE THOMHOMO
A26.02.004.000.05 | otaensiemoro Ha rpubbl poaa KaHauaa (Candida spp) 1200
Mukpoburonormyeckoe (KyabTypanbHoe) nccnenoBaHne paHeBoro
OTAE/IAeMOro Ha a3pobHble U dpaKyNbTaTUBHO-aHa3PobHbIe
A26.02.001 MWKPOOPraHU3mbl 1100
Mukpobuonornyeckoe (KyabTypaabHOE) UCCAEL0BaHUE THOMHOMO
oTAEenaemMoro Ha asapobHble 1 pakynbTaTUBHO-aHaspPObHbIe
A26.01.001 MUKPOOPraHn3mMbl 950
Mukpobuonornyeckoe (KyabTypasbHOE) UCCef0BaHNe PaHEBOMO
OTAEeNAEMOro Ha 30/10TUCTbIN cTadUNOKOKK (Staphylococcus
A26.30.010.000.02 | aureus) 1100
MuKpobuonornyeckoe (KysbTypaabHOE) UCCAEL0BaHNE THOMHOMO
OTAEeNAEMOro Ha 30/10TUCTbIN cTaduNoKOKK (Staphylococcus
A26.30.010.000.03 | aureus) 1200
A27.05.022.000.01 | OnpegeneHune nonmmopdmsma reHa AZF B Kposu 5621
A12.06.060.000.06 | OnpeaeneHue ypoBHA BUTaMMHa B6 (NMPUAOKCUH) B KPOBM 3000
OnpegeneHuve ypoBHa ButammnHa C (ackopbrHoOBas KMCIoTa) B
A12.06.060.000.11 | kpoBsu 3000
MuKpoburonornyeckoe (KynbTypanbHoe) nccnenoBaHme
OTAEeNAEMOro KOHbIOHKTUBbI NPABOro r/1a3a Ha rpubbl poga
A26.26.022.000.01 | kaHauaa (Candida spp) 1100
A08.20.013 UuTonornyeckoe nccnenoBaHMe MMKponpenaparta TKaHe MaTKu 2002
A08.20.017.001.07 | NHaeKc npoandepaTnBHoi akTuBHocTH Ki-67 10780
NccnepoBaHue peLenTMBHOCTU 3HAOMETPUA: peLenTopbl K
3CTporeHam, peLenTopbl K NporecTepoHam (B CTPOME M xKenesax
A08.20.004.000.01 | sHgOMeTpUA), UHAEKC NpoandepaTUBHON akTUBHOCTU Ki-67 13860
A09.28.012 UccneposaHme ypoBHA KasbLUKWA B MoYe 130
UccneposaHue yposHA aHTUTen IgE K annepreny 1215 bepesa,
A09.05.118.000.256 | peKOMBWUHAHTHbIN KoMNoHeHT (rBet vl PR-10) B KpoBu 2156
UccneposaHue yposHA aHTUTen IgE K annepreny 1221 bepesa,
A09.05.118.000.257 | peKoMBUHaHTHbIN KOMNOHeHT (rBet v2, rBet v4) B KpoBu 2156
UccneposaHue ypoBHA aHTUTen IgE K annepreHy g213
TumodeeBKa niyroeasn, peKoMbUHaHTHbIN KomnoHeHT (rPhl p1, rPhl
A09.05.118.000.217 | p5b) B KpoBHU 2156
UccneposaHune yposHa aHTuTen IgE K annepreny g214
TumodeeBKa nyroBasn, peKoMBbMHaHTHbIN KomnoHeHT (rPhl p7, rPhl
A09.05.118.000.218 | p12) B KpoBMU 2156
NccnepoBaHue ypoBHA aHTUTeN IgE K annepreHy w230 Ambposus,
A09.05.118.000.271 | HaTUBHbI KOMNOHEHT (NAmb al) B KpoBu 2156
UccneposaHune yposHA aHTuTen IgE K annepreHy w231 MNMonbliHb,
A09.05.118.000.272 | HaTUBHbI KOMMNOHEHT (nArt v1) B KpoBM 2156
UccneposaHue yposHA aHTUTen IgE K annepreHy w233 MonbiHb,
A09.05.118.000.273 | HaTUBHbI KOMNOHEHT (nArt v3) B KpOBM 2156
OnpepeneHne reHeTUYECKOM NPEeSPaACcioIOKEHHOCTH K
B03.006.003.000.01 | rmpcyTnamy 1 rmunepaHaporeHnn B KPoBu 4620
OnpeaeneHne PHK aHTepoBupycos (Enterovirus) B Kposu
A26.23.029.001.01 | meTtomom MLP 1000




Onpepenenune JHK/PHK Bo36byautenei kneuesbix MHGEKLUIA:
Kneulesoro sHuedanuTta, boppennosa (6onesHs Marima),

A26.05.053.001.01 | aHanna3mosa, apanxmnosa metogom lMLP B Kposwm 2500
Onpepenexune OHK/PHK Bo3byautenei kneuesbix MHOEKLUIA:
KneuleBoro sHuedannta, boppennosa (bonesHs /lanma),
A26.05.053.001.02 | aHanna3mosa, apanxunosa metogom lMLP B Knewe 3000
Onpepenexune OHK xennkobakTtep nunopu (Helicobacter pylori) B
A26.16.004.001.01 | »enypo4Hom coke metogom lMUP 770
Onpepenexune OHK xennkobakTtep nunopu (Helicobacter pylori) B
A26.16.004.001 6uonTaTax cAnM3UCTOM Kenyaka metogom MLP 1155
OnpeaeneHne PHK sHTepoBupyca (Enterovirus) B otaensemom co
CAN3NCTOM 060104KKN pOTOrNOTKM meTogom [MLP, kKauecTBeHHOEe
A26.23.029.001.04 | uccnepoBaHue 1200
OnpepeneHne PHK HenonMommnennTHbIX SHTEPOBUPYCOB
(Enterovirus) B 06pasuax CIMHHOMO3rOBOM }KUAKOCTU METOAOM
A26.23.029.001 nup 1078
Onpepenexune noammopodusmos: UGT1A1*28, UGT1AL*6,
A27.30.015.000.01 | RS6742078 B reHe UGT1A1 8855
NccneposaHune KpoBu ona onpeneneHusa reHeTudecko
B03.020.003.000.02 | npeapacnonoxeHHOCTM K CNOPTMBHOM TpaBme 16555
WNccnepoBaHune KpoBuM ana onpeneneHnsa reHeTuyYeckom
B03.020.003.000.03 | npeapacnonoXeHHOCTU K BbICOKOW BbIHOC/IMBOCTM 9240
NccnepoBaHue KpoBu A4 onpeaeneHusa YyBCTBUTENIbHOCTH
A08.30.034.000.01 | cTepounaHbIX peLenTopos 14014
NccnepoBaHne KpoBuM gna onpeneneHmsa reHeTudeckom
B03.008.002.000.04 | npeapacnonoKeHHOCTU K Ncopmnasy 6314
OnpepeneHue aHTUTEN K Vi-aHTUreHy cafibMOHeNNbl Tudun
(Salmonella typhi) meTogom peakummn naccusHom
A26.06.077.000.02 | remarratotuHauum (PMNIA) B KpoBu 540
OnpegeneHne cogepKaHna aHTUTen Knacca A (IgA) K
A12.06.055.000.04 | aesaMMHUPOBAHHLIM NeNTUAAM rMMaguHa B KPOBU 1000
OnpeaeneHne cogepaHma aHTuTen Knacca G (IgG) K ravagmHy B
A12.06.055.000.01 | kposu 500
OnpegeneHne cogepkaHna aHTUTen Knacca G (1gG) kK TKaHeBoOM
A12.06.056.000.02 | TpaHcraoTammnHase B KPOBU 700
OnpeaeneHne cogepaHna aHTUTen Knacca A (IgA) K rimaguHy B
A12.06.055.000.02 | kposu 500
OnpeaeneHne cogepaHna aHTUTen Knacca G (1gG) K
A12.06.055.000.03 | aesaMMHUPOBAHHLIM NENTUAAM INIMagMHA B KPOBU 1000
B03.016.002 O6WM (KNMHUYECKMIA) aHaNN3 KPOBU 154
A12.05.123 UccneposaHne ypoBHA PETUKYIOLMTOB B KPOBM 434
A12.05.001 UccnepoBaHmne CKOPOCTU ocesaHnA 3pUTPOLIUTOB 85
OuddepeHumnpoBaHHbIN NoAcYHET NEAKOUUTOB (nenKoumTapHas
A12.05.121 dopmyna) 85
AHapodnop-ckpuH: onpeaeneHune AHK Bo3byautenen MHPekumi,
nepefaBaemMbix NOJOBbIM NyTEM B CEKPETe NPOCTaTbl METOA0M
A26.21.034.001.02 | NUP 1309
AHapodnop-ckpuH: onpeaeneHune AHK Bo3byautenen MHPekumi,
A26.21.036.001.13 | nepepaBaeMbix MONOBbLIM NyTEM B 3AKynATe meToaom IMLP 1309
AHapodnop: onpeaeneHue AIHK Bo3byautenen MHGEKLMNA,
A26.21.036.001.14 | nepepaBaeMbiX MOAOBbLIM NyTEM B 3AKynATe meTogom MLIP 2464




A26.21.034.001.01

AHapodnop: onpegeneHune AHK Bo3byantenen MHGeKUMI,
nepesaBaeMblx NOSOBbIM NyTEM B CEKPETE NPOCTATbl METOAOM
nup

2464

A26.21.036.001.11

AHapodnop: onpegeneHune AHK Bo3byantenen MHGeKUMi,
nepesaBaeMbix NOMOBbIM NyTEM B OTAENAEMOM U3 YPETpPbI
metogom lMUP

2500

A26.21.036.001.12

AHpapodnop-ckpuH: onpegeneHme AHK Bo3byauteneit nHpexkuni,
nepesaBaeMblxX NOSIOBbIM NyTEM B OTAEAEMOM U3 ypeTpbl
metogom lMUP

2000

A26.05.020.003

OnpeaeneHne reHoTMNa BUpyca renatuta B (Hepatitis B virus)

2200

B03.045.026

KomnneKkc uccnegoBaHuin s yCTaHOBAEHUSA UCTUHHBIX
poguTtenei pebeHkKa - No genam 0 CNOPHOM NPOUCXOKAEHUN
AeTel (ocnapuBaHme OTLOBCTBa/MaTePUHCTBA UM NOAMEHA
AeTel) UM No NHbIM 06CTOATENbCTBAM B MOIHON CEMENHOM
rpynne

20000

B03.045.026

KomnneKkc nccnenoBaHunin 4na yctaHoBAEHUA UCTUHHBIX
poguTtenei pebeHKa - No Aenam 0 CNOPHOM NPOUCXOKAEHUN
AeTei (ocnapuBaHme OTLOBCTBa/MaTEPUHCTBA AW NOAMEHA
AeTel) UaM No NHbIM 06CToATENbCTBAM B MOIHON CEMENHOM
rpynne

20000

B03.045.038

YcTaHoBAeHWe BUONOrMYeckoro poacTea A0 YPOBHA TPETbEro
NoKoJsieHus (poaHble, CBOAHbIE, ABOKOPOAHbIE BpaTbA-CeCTPbI;
NAeMAHHUKU-0AAN, TeTU; AeOyLWKN, 6abYLIKKN - BHYKM)

32340

B03.045.038.000.01

ﬂ,OFIOI'IHMTel'IbeIﬁ Y4aCTHUK OANA reHeTu4eCKnx MCCJ'IE,CI,OBHHVIVI no
YCTaHOB/IEHUIO 6uonormyeckoro poAacTBa

7623

A26.06.036.002

OnpegeneHne aHtTureHa (HBsAg) supyca renatuta B (Hepatitis B
Virus) B KpOBW, KOIMYECTBEHHOE UCCNEAOBAHNE

880

A12.06.038.000.01

OnpegeneHne cogepKaHna aHTuTen Knacca G (1gG) K
XOPUOHUYECKOMY FOHAZOTPOMMHY B KPOBU

1000

A12.06.038.000.02

OnpegeneHne cogepaHna aHTuTen kKnacca M (IgM) Kk
XOPUOHUYECKOMY FOHAZOTPOMNMHY B KPOBU

1000

A26.08.053.001.01

Onpeagenenne AHK Haemophilus influenzae B otaensemom co
CAN3UCTON 06010YKKN POTOrNOTKN MeToaom MLP, KauecTBeHHOe
nccnefosaHue

500

A12.05.013

LiuToreHeTnyeckoe nccnegosaHue (Kapmnotun)

8000

A09.05.210.000.01

OnpeaeneHve MakponpoiakTUHa B KPOBM

1400

A26.19.010.001

MuKpocKonuyeckoe nccnegosaHme Kasia Ha reJibMUHTbI C
npuMmeHeHnem MeToa08 o6orau.|,eva

900

A26.21.036.001.10

Onpeaenexve [HK ycnoBHO-NAaTOreHHbIX F@HUTAbHBIX
muKonnasm (Ureaplasma parvum, Ureaplasma urealyticum) B
OTZeNAEMOM M3 YPOreHMTaNbHOro Tpakta metogom MNLUP,
Ko/IMYyecTBeHHOe MUccneaoBaHue

600

A26.06.046.002

OnpeaeneHune aBUAHOCTM aHTUTEN Kaacca G K BUpPYCYy NPOCTOro
repneca 1 u 2 Tunos (Herpes simplex virus types 1, 2)

1050

A26.08.034.001.01

OnpeaenexHne AHK Haemophilus influenzae B otaenaemom co
Cnm3ncToit 060104KM HOCOrNOTKM MmeToaom MMLP, KayecTBeHHOoe
nccnepoBaHue

700

A26.09.051.001.01

OnpeaenexHne AHK Haemophilus influenzae B MokpoTe meTogom
MNUP, kayectBeHHOE nccnegoBaHue

700

A26.05.044.001

OnpeaenexHne AHK remodunbHol nanodkm (Haemophilus
influenzae) B Kposu meTogom MNLP, KauecTBEHHOE UcCnefOBaHNE

700

B03.019.027.003

Tunuposanue HK Y-xpomocombl

15000

B03.019.027.004

TunuposaHue mutoxoHapuanoHon AHK

21945




B03.019.027.003

TunuposaHue IHK Y-xpomocombl

22869

A26.30.010.000.25

Mukpoburonormyeckoe (KyabTypanbHoe) nccneaoBaHue
OTAEe/AeMOro CeKpeTa NpocTaThl Ha 30/I0TUCTbIN CTAadUIOKOKK
(Staphylococcus aureus)

1400

A26.30.010.000.21

MuKpobuonoruueckoe (KynbTypanbHoe) nccnemosaHue
OTA.e/IAEMOr0 13 1IEBOTO YXa Ha 30/10TUCTbIN CTapUIOKOKK
(Staphylococcus aureus)

950

A09.05.285

UccnepoBaHue akTUBHOCTU U cBOMCTB ¢paKTopa BunnebpaHaa 8
KpoBu

1500

A26.20.020.001.03

Onpeaenexne AHK xnammaum Tpaxomatumc (Chlamydia
trachomatis) B oTaensemMom 13 yporeHnTabHOro TpakTa MeToA0M
MUP, KonnyectBeHHOE nccnegoBaHme

500

A26.20.027.001.03

Onpepenexne AHK mukonnasmbl reHuTannym (Mycoplasma
genitalium) B oTAeNeMOM M3 YPOreHUTaIbHOro TPaKTa METOAOM
MUP, KonnyectBeHHOE nccnegoBaHme

500

A26.20.028.002.01

Onpepenerne AHK mukonnasmbl xommnHuc (Mycoplasma hominis)
B OTAEeNAeMOM U3 YPOreHUTaNIbHOro Tpakta metoaom [LP,
KO/IMYeCTBEHHOE nccaefoBaHme

500

A26.20.030.001.06

Onpepenenune OHK rapaHepennsl BarmHanuc (Gadnerella
vaginalis) B oTaenaemom 13 yporeHuTaNbHOro Tpakta MeTo4,0M
MUP, KonnyectBeHHOEe nccnegoBaHme

500

A26.20.026.001.04

Onpepenexune OHK TpuxomoHac BarmHanumc (Trichomonas
vaginalis) B oTaenaemom 13 yporeHuTaNbHOro Tpakta MeTo4,0M
MUP, KonnyectBeHHOEe nccnegoBaHme

500

A26.20.022.001.04

OnpegeneHne HK roHokokKa (Neiseria gonorrhoeae) B
oTAEeNAeMOM U3 YPOreHUTaNbHOro TpakTa metogom MNLP,
KoNn4yecTBeHHOe uccneaoBaHune

500

A26.21.055.000.02

Onpeaenexne JHK rpmubos poaa KaHamaa anbbukaHc (Candida
albicans) B otaenaemom u3 yporeHTUaibHOro TPakTa MeTOAOM
MUP, KonnyectBeHHOE nccnegoBaHme

500

A26.20.033.001.03

Onpeaenenne JHK ypeannasm (Ureaplasma parvum) B
OTZEeNAEMOM M3 YPOreHUTaNbHOro TpakTa metogom MLUP,
KoJIMYyecTBeHHOe MUccaesoBaHne

500

A26.20.033.001.02

Onpeaenexne JHK ypeannasm (Ureaplasma urealyticum) B
OTZeNIAEMOM M3 YPOreHMTaNbHOro TpakTa metogom MNLUP,
KOJIMYyecTBeHHOe UcCcaefoBaHne

500

A26.20.032.001.01

OnpeaenexHne JHK Atopobium vaginae B oTaensemom m3
ypOoreHuTanbHOro Tpakta metogom MUP, konnyectseHHoe
nccnefoBaHue

500

A26.21.009.001.01

Onpeaenexne OHK Bupyca npoctoro repneca 1 1 2 Tunos (Herpes
simplex virus types 1, 2) B oTA€19€MOM U3 YPOreHUTaIbHOIo
TpakTa metogom MNLLP, kKonnyecTBeHHOe nccnegoBaHme

500

A26.30.017.002.01

OnpeaenexHne AHK Bupyca InwrenHa-bapp (Epstein-Barr virus) B
oTAeNAeMOM U3 YPOreHUTaIbHOro TpakTa metogom MLP,
KOMYeCTBEHHOE nccaenoBaHme

500

A26.05.035.001.04

OnpeaenexHne HK Bupyca npoctoro repneca 1 u 2 tunos (Herpes
simplex virus types 1, 2) B cntoHe meTtoaom MNLP, KonnyectBeHHoe
nccnepoBaHue

500

A26.08.059.002.01

OnpeaenexHne AHK Bupyca InwTtenHa-bapp (Epstein - Barr virus) B
cntoHe metogom MNUP, KonnyectBeHHOe nccnegosaHue

500

A26.05.011.002.01

OnpeaeneHne AHK Bupyca InwTtenHa-bapp (Epstein - Barr virus)
meTozom MLP B KPOBW, KOIMHECTBEHHOE UCCNEA0BAHNE

500




Onpepenenune OHK umutomeranosupyca (Cytomegalovirus)

A26.05.017.002.01 | meTtogom MNLP B KpOBU, KONNYECTBEHHOE UCCAeN0BaHNE 500
OnpepeneHue copepyaHusa aHTUTen knacca G (1gG) K
A12.06.026.000.04 | Saccharomyces cerevisiae (ASCA) B KpoBu 1500
OnpepeneHune copep:KaHua aHTUTeN Knacca A (IgA) K
A12.06.026.000.03 | Saccharomyces cerevisiae (ASCA) B KpoBu 1500
OnpepeneHue coaepykaHus aHTUTen Knacca A (IgA) K uMtonnasme
A12.06.037.000.01 | HelTpodMNOB B KPOBU 1500
OnpepeneHune coaepykaHusa aHTUTen knacca G (1gG) K uutonnasme
A12.06.037.000.02 | HelTpodMNOB B KPOBU 1500
Onpepenexune OHK xennkobakTtep nunopu (Helicobacter pylori) B
A26.19.070.001 obpasuax pekannin metogom MLP 600
OnpepeneHve AHK mnkpoopraH1M3amoB poja cajibMOHenna
A26.19.064.001 (Salmonella spp) B 06pasuax perkannin metogom MNLP 1300
Onpepenexune PHK potasupycos (Rotavirus grA, C) B o6pasuax
A26.19.074.001.01 | dekanuit metogom MLP 1300
UccnepoBaHWe ypoBHA XOPUOHUYECKOTO FOHAaA0TPONMHA
A09.05.090 (cBoboaHas 6eTa-cybbeamHMLa) B CbIBOPOTKE KPOBU 750
OnpepeneHue copepKaHua aHTUTeN K 12 aHTUureHam ans
ANArHOCTUKN PenpoayKTUBHOIO 340p0BbA KeHWmH (ITN-M-
A12.06.010.000.07 | Komnnekc-12) 6622
OnpepeneHune coaepsKaHUA aHTUTEN K 12 aHTUreHam ans
A12.06.010.000.06 | AMArHOCTMKK COCTOAHUA HEPBHOM cucTembl (I/IM-H-TecT-12) 4620
OnpepeneHune copepiKaHUa aHTUTEN K 24 aHTUreHaM OCHOBHbIX
A12.06.010.000.01 | opraHoB M cuctem Yyenoseka (3/IN-Bucuepo-Tect-24) 11550
OnpepeneHune coaepsKaHUA aHTUTEN K 6 aHTUreHam
aHTUdochonnnuaHoro n aHTU-Xr' cuHgpomos (3/INM-APC-XIY
A12.06.010.000.03 | Tecr) 4466
OnpepeneHue copepiKaHua aHTUTeN K 12 aHTUreHam ans
ANArHOCTUMKM COCTOAHUA OPraHOB cUCTeMbI NULLeBapeHus (31U-
A12.06.010.000.08 | KT-tect-12) 4466
OnpepeneHune copepskaHUA aHTUTEN K 12 aHTUreHam cepaeyHo-
A12.06.010.000.05 | cocyauctoi cuctembl (I/IN-AHKop-TecT-12) 4851
OnpepeneHune copepyKaHUA aHTUTEN K 6 aHTUTeHam Ans
ANArHOCTUKM O6LLLEro COCTOAHMUA UMMYHHOW CUCTEMbI, NOATOTOBKM
A12.06.010.000.02 | Kk BakuuHauuu (3/11-B-6-Tecr) 3388
OnpepeneHune copepyKaHUsa aHTUTEN K 8 aHTUTeHam Ans
ANArHOCTUKM COCTOAHMUA NOSMKENYAOUHOW Kenesbl, onpeseneHus
A12.06.010.000.04 | pucka pa3BuUTMA caxapHoro anabeta (3/IN-Auna-TecT) 3388
Onpepenexune deHOTMNA 3pUTPOLMTOB No aHTUreHam C, ¢, E, e,
A12.05.007.001.01 | CW,Kuk 1047
A09.05.230 UccneposaHume ypoBHA unctatmHa C B Kposu 1400
A12.06.010.002 OnpepeneHune cogepaHua aHtuten K AHK geHaTypupoBaHHOM 1400
OnpepeneHune coaepKaHUsA aHTUTEN K aHTUTeHaM KenyaKa B
A12.06.026 KpOoB# 1463
A09.05.235.000.03 | UccneposaHue ypoBHA 25-OH D2 n 25-OH D3 sutamumHa [, 8 Kposu | 5300
OnpepeneHune coaepKaHUA CyMMapHbIX aHTUTen Knacca G (IgG) u
A12.06.065.000.01 | knacca M (IgM) K npoTpoMbBUHY B KpOBMU 4235
OnpepeneHne PHK He NOSIMOMUENNUTHBIX SHTEPOBMPYCOB B
A26.19.072.001 obpasuax dekannit metogom MLP 847
OnpepeneHune noaumopdusma 675 4G/5G (MHcepuMA ryaHUHa B
nosuumm 675) B reHe MHrMBUTOPa aKTMBATOPA NNAa3MUHOreHa |
A27.05.006 Tuna (PAI-1) 1109




A09.05.118.000.263

UccnepoBaHue yposHA aHTuTen IgE K annepreHy wl0 Mapb 6enas
(Chenopodium album) B kKposu

700

A12.06.035.000.01

OnpepeneHune coaepyKaHUsA aHTUTEN K aHTUTeHaM MUTOXOHAPUIA
(AMA) B KpoBMU

501

A12.06.066

OnpeaeneHne coaepsKaHUa aHTUTEN K SHAO0MU3UNIO B KPOBU

1300

A09.05.118.000.89

A090511800089 UccneposaHume ypoBHA aHTUTeN IGE K annepreHy
€86 YTKa, nepba B KPOBM

847

A09.05.118.000.79

A090511800079 UccneposaHume yposHaA aHTuTen IgE K annepreHy
€201 KaHapelika, nepo B KpoBu

847

A26.20.009.000.12

Onpegenenve JHK 6, 11, 42, 43, 44 Tnnos BMpyca Nanmaiombl
yenoseka (Papilloma virus) HU3KOro KaHLLEePOreHHOro pUckKa B
OTAeNAeMOM U3 YPOreHUTaIbHOro TPaKTa METOA,0M
rmépuansaummn Hybrid Capture JHK

6930

A26.20.009.000.11

Onpepenenuve OHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68
TUMOB BMpPYCa NanuaioMbl YesioBeKa (Papilloma virus) Bbicokoro
KaHLLepOreHHOro pMcKa B OTAENAeMOM U3 YPOreHUTaslbHOro
TpakTa metogom rubpugmsaumm Hybrid Capture JHK

6930

B03.027.020.000.01

OnpepeneHne nHAeKca 340poBba npoctathl (PHI-MHAEKC) B KpoBU

9394

A12.06.058.000.01

[uarHocTnka naTeHTHOM U aKTUBHOM TybepKye3Hon nHbeKLnm
metogom T-SPOTTB B Kposu

8000

A26.19.072.001.01

Onpepenexune PHK Potasupyca (ceporpynn A, C), Hoposupyca (1,
2 Tunos), Actposupyca n AHK AgeHosupyca rpynnbl F (Mpy ocTpbix
BMPYCHbIX KULLIEYHbIX MHbEKLMAX) B 06pa3uax pekanmnii Metogom
nup

2587

A26.19.075.001.01

OnpegeneHne PHK Hoposupycos (Norovirus) | v Il reHorpynn B
obpasuax ¢ekannin metogom MLUP

900

A26.20.032.000.03

demodnop-4, monekynapHo-buonornyeckoe nccnenoBaHne
oTZeNAeMoro 13 BiaraaumiLa metogom MUP Ha MUKpoopraHusmbl-
MapKepbl baKkTepnaabHOro BarmHoO3a

1100

A26.20.032.000.01

demodnop-4, monekynapHo-bmnonormyeckoe nccneaosaHmne
oTAEeNAEMOro U3 LiepBUKaibHOro KaHana metogom MLP Ha
MUWKPOOPraHM3Mbl-MapKepbl 6akTepunanbHOro BarmHo3a

1100

A26.20.032.000.02

demodnop-4, monekynapHo-6uonornyeckoe nccnenoBaHne
oTAensaemoro u3s ypetpbl metogom MLUP Ha MUKpoopraHn3mbi-
MapKepbl baKkTepnaabHOro BarmMHoO3a

1100

A27.05.002.000.01

OnpeaeneHne nonnmopduramos B reHax F2 u F5 (bakTopsl
CBEPTbIBAOLWEN CUCTEMbI) B KPOBMU

2800

A12.05.008.000.01

AHTUTENA K pe3syc-pakTopy (aHTUTENa K Rh-dpaktopy)

550

B03.032.002.000.01

KomnnekcHoe uccnepoBaHune A4na NpeHaTa bHOW AMarHOCTUKM
HapyLleHul pa3BuTna pebeHKa (BHYTpMyTpobHO), 10-13 Heaenb
(PRISCA) B KpoBM

1200

B03.032.002.000.02

KomnnekcHoe uccnepoBaHune A4na NpeHaTa bHOW AMarHOCTUKM
HapyLleHWUl pa3BuTna pebeHKa (BHYTpMyTpobHO), 14-20 Heaenb
(PRISCA) B KpoBM

1350

A09.05.118.000.298

WccnepoBaHue ypoBHA aHTUTeN IZE K cmecu annepreHoB nNuLLeBble
[06aBKK (24 annepreHa): KOHCePBaHTbI, KpacUTeNN, yCUAUTENN
BKyCa, NOACNACTUTENN B KPOBU

11165

A09.05.118.000.297

UccnepnosaHue ypoBHA aHTUTeN IgG K cmecu NULLEBbIX annepreHos
(nMweBble A,06aBKM, AMArHOCTMKA NULLEBON HENEPEHOCMMOCTH
(naHenb n3 24 TecTtoB): onpeaeneHue cneumdunyeckunx lgG4 K
KOHCepBaHTaMm, KpacuTensam, yCManTenam Bryca, NnoACNacTUTeNAM,
DrFook

8085




UccneposaHune ypoBHA aHTUTEN IgG K cmecn NULLEBbIX annepreHo
(nepanatpuueckas nuiesan naHenb Ana aetein Ao 5 net):
onpeaeneHue cneymopmyecknx IgG4 K 24 npogyKTam -

A09.05.118.000.293 | uHamsuAayanbHbim annepreHam, DrFooke B Kposu 8085

UccnepoBaHue ypoBHA aHTUTEN IgG K cMecn NULLLEBbIX afnepreHos

(nMweBas naHenb yHMBepcanbHas ana aetel ctaple 5 netu

B3POC/bIX): onpeaeneHue cneymomyeckux IgG4 Kk 60 npoayKktam
A09.05.118.000.296 | (44 nHguBmnayanbHbIX M 16 B MuKcTax), DrFooke B KpoBu 15323
A12.05.013 UuToreHeTnyeckoe nccnegosaHune (Kapuotumn) 7084
A08.21.009 DNEeKTPOHHAA MMKPOCKOMNUA 3AKYIATA 17710

UccnepoBaHue KNETOK KPOBUM AN1A onpesesieHnsa KapmoTtmna ¢
A08.30.029.002.01 | abeppaunsamu 7623

UccnepoBaHue dpparmeHtaummn JHK B cnepmatosomnaax MeTogom
B03.053.002.000.01 | TUNEL 10780

UccneposaHue ypoBHA aHTUTeN IgE K cmecn annepreHos
A09.05.118.000.332 | "Muuwesan naHenb" RIDA-3 B Kposu 6400

UccneposaHue ypoBHA aHTUTeN IgE K cmecn annepreHos
A09.05.118.000.333 | "MeamaTtpuueckan naHenb" RIDA-4 B KpoBu 6400
A12.06.060 OnpepeneHune ypoBHA BUTaMmnHa B12 (umaHokobanamuH) B Kposu | 460

JKcnpecc-uccnefoBaHMe Kana Ha CKPbITYHO KPOBb
A09.19.001.001 MMMYHOXpoMaTorpadmuyeckum mMeToLomM 400
A09.19.001.001 KomnnekcHoe nccnepgosaHmne 9242

Onpepenexune PHK Bupyca rpunna (H1IN1) B otaensemom co

CAN3UCTOM 060104KKN POTOrNOTKM MeToaom MLP, KauecTBeHHOE
A26.08.038.000.02 nccnegoBaHme 1155

OnpeaeneHne PHK Bupyca rpynna (HIN1) B oTaensemom co

CAN3UCTOM 060104KM HOCOTNOTKM meTogom MLUP, kauecTBeHHOE
A26.08.019.000.02 nccnegoBaHme 1155
A12.21.002 TecT "cmewaHHasa aHTUrN0byNMHOBas peakums cnepmatosongos” | 1386

OnpeaeneHne JHK Tokconnasmbl (Toxoplasma gondii) B

oTAEeNAeMOM U3 YPOreHUTasIbHOro TpakTa metogom MLUP,
A26.30.026.001.01 KauyecTBeHHOe nccnegoBaHme 280

OnpepeneHne PHK Bupyca ummyHoaedpuumTa HenoBeKa MeETOA0M
A26.05.021.002 MUP, kayecTBeHHOE MccneaoBaHue 1000

OnpeaeneHne JHK Bupycos nanuanomsl Yenoseka (Papilloma
A26.21.008.001 virus) 6 u 11 TMnos B oTaensemom us ypetpbl metogom MLUP 280

OnpeaenexHne JHK Bupycos nanuanomsl Yyenoseka (Papilloma
A26.20.012.008 virus) 6 u 11 TMNoB B oTAENAEMOM U3 Blaraamwa metogom MNLP 280

OnpeaeneHne JHK Bupycos nanuanomsl Yyenoseka (Papilloma

virus) 6 u 11 Tnos B oTaensemom (cockobe) 13 LepBUKanabHOro
A26.20.009.008 KaHana metogom [MLP 280

OnpeaenexHne JHK Bupycos nanunnomsl Yyenoseka (Papilloma

virus) 6 1 11 TMNoOB B OTAENAEMOM CO C/IM3NUCTON 060N0UKM
A26.30.037.000.03 | potornotkm metogom lMLUP, KauecTtBeHHOEe UccnegoBaHme 280

Onpepenexve AHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59

TUNOB BUPYCa NanUAIOMbl Yyenoseka (Papilloma virus) B

oTpenaemom 13 ypetpbl metogom MNLP, konnyectseHHoe
A26.21.008.000.10 | uccnepoBaHue 1200

OnpepenerHuve AHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59

TMNOB BMpPYCa Nanuaiombl YenoseKa (Papilloma virus) B

oTpenaemom 13 Bnaranvwa metogom MNLP, konmyecteeHHoe
A26.20.012.000.07 nuccnegoBaHmne 1200




A26.20.009.000.09

Onpegenenne JHK 16, 18, 31, 33, 35, 39, 45,51, 52, 56, 58, 59
TMMOB BUpYCa Nnanuanombl Yenoseka (Papilloma virus) B
oTAenNaemom 13 LepBUKaAbHOro KaHana metogom MNUP,
KO/IMYeCTBEeHHOE nccaeaoBaHme

1200

A26.30.037.000.06

Onpepenexune OHK 16 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59
TMMNOB BUpPYCa Nanuanombl Yenoseka (Papilloma virus) B
oTAeNnAeMOM KOHBbIOHKTUBbI r1a3a metogom MLP,
KO/NIMYeCcTBEHHOE UccneaoBaHmne

1200

A26.30.037.000.05

Onpegenenne AHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59
TMMNOB BUpPYCca Nanuanombl Yenoseka (Papilloma virus) B
OTAE/IAEMOM CO CIN3UCTOM 060/104KN POTOrIOTKN meToaom [MLP,
KONIMYeCcTBEHHOE uccneaoBaHmne

1200

A26.21.008.000.11

Onpegnenenve AHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59
TUMOB BMpYCa NanuaiomMbl Yenoseka (Papilloma virus) B
otaenaemom U3 ypetpbl metogom MUP, Tunnposanue

1300

A26.20.012.000.08

Onpepenenne OHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59
TUMOB BMpYCa NanuaiomMbl Yesoseka (Papilloma virus) B
oTAensemom u3 Bnaranunuia metogom MNLUP, TunuposaHue

1300

A26.20.009.000.10

Onpepenenuve AHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59
TUMOB BMpYCa NanuaiomMbl Yenoseka (Papilloma virus) B
oTZEeNAeMOM M3 LiepBUKaAbHOTO KaHana metogom MLP,
TUNNPOBaHWE

1300

A26.21.008.000.05

Onpegenenve AHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,
68 TMNoB BMpYyca nanuaiombl Yenoseka (Papilloma virus) B
oTaensemom 13 ypetpbl metogom MLP, KayecTBeHHoe
nccnepoBaHue

1000

A26.20.012.000.02

Onpegenenve AHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,
68 TMNoB BMpYyca nanuaiombl Yenoseka (Papilloma virus) B
oTAenNsemMmom 13 Bnaraanwa metogom MLUP, KayectBeHHoe
nccnepoBaHue

700

A26.20.009.000.02

Onpegenenve AHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,
68 TMnoB BMpYyca nanuanombl YenoseKa (Papilloma virus) B
OTZEeNAEMOM U3 LiepBUKaAbHOTO KaHana metogom MLP,
KayecTBeHHOe Uccief0BaHne

700

A26.30.037.000.09

Onpegenenve AHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,
68 TMNoB BMpYyca nanuaiombl Yenoseka (Papilloma virus) B
OTZEeNAEMOM CO C/IM3UCTON 060/104KM POTOrNOTKM MeTogom MNLP,
KayecTBeHHOE Uccaef0BaHne

700

A26.21.008.000.19

Onpepenerue AHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,
68 TMNoB BMpYyca nanuaiombl Yenoseka (Papilloma virus) B
aarynate metogom MNLP, KayecTBeHHOE Uccne0BaHNe

700

A26.21.008.000.01

OnpeaeneHne JHK Bupycos nanuanomsl Yyenoseka (Papilloma
virus) 16 u 18 TMnoB B oTAensemom u3 ypetpbl metogom MLP,
KayecTBEHHOe UcciefoBaHue

400

A26.20.012.005

Onpepenerve AHK 16 u 18 TMNoB BMPYCOB Nannan0OMbl YenoBeKa
(Papilloma virus) BbICOKOro KaHLLEPOreHHOro p1UCcKa B OTAENAEMOM
n3 Bnaranvuwa metogom MLP, kayecTBeHHOe nccnenoBaHme

280

A26.20.009.005

OnpeaeneHne JHK Bupycos nanuanomsl Yenoseka (Papilloma
virus) 16 1 18 TnoB B oTaensemom (cockobe) us LepBUKanbHOro
KaHana metogom [P, KauectBeHHOe nccnenosaHve

450

A26.21.008.000.17

OnpeaeneHne AHK Bupycos nanuanomsl Yyenoseka (Papilloma
virus) 6 u 11 Tunos B moye metogom MNLP, KauectBeHHOE
nccnepoBaHue

280




A26.21.008.000.20

Onpepenenune OHK 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,
68 TMNOB BMpYCa Nanuaiombl YesnoBeKa (Papilloma virus) B moue
metogom lMLP, kKauecTBeHHOE nccnegoBaHue

700

A26.05.013.001.04

OnpeaeneHne AHK Tokconnasmbl (Toxoplasma gondii) B moue
meTtogom lMLP, kauecTBeHHOE nccnegoBaHue

200

A26.28.003.000.01

MuKpoburonoruyeckoe (KyibTypanbHOe) uccnegoBaHne MoYn Ha
a3p0bHble N GaKyNbTaTUBHO-aHA3POOHbIE YCIOBHO-NATOreHHbIE
MMUKPOOPraHM3mMbl C onpeaesieHMeM YyBCTBUTENbHOCTH K
b6aKkTepuodaram

800

A26.20.008.000.05

Mukpoburonormyeckoe (KyabTypanbHoe) nccnegoBaHune
OTAeN1IAEeMOro YPOreHUTa/IbHOro TPaKTa Ha aspobHblie U
baKyNbTaTMBHO-aHa3pPO6HbIE MUKPOOPraHU3MbI C onpeaeneHuem
YyBCTBUTEIbHOCTU K BaKkTepunodaram

1200

A26.05.016.001.01

NccnepoBaHne MMKpOBMOLLEHO3a KMLLEYHUKA (ancbaKkTepunos)
KYy/IbTYPanbHbIMU METOA4aMM C ONpeaesleHUEM YYBCTBUTE/IbHOCTH
K 6akTepnodaram

2200

A26.19.003.000.02

MuKpoburonoruyeckoe (KynbTypanbHoe) nccnegoBaHue
beKanunin/pekTanbHOro Maska Ha MUKPOOPraHM3mbl Po4a
canbmoHenna (Salmonella spp) 6e3 oTbopa KoNoOHWMIA

400

A26.19.008.000.02

Mukpobuonornyeckoe (KyabTypanbHOE) UCC/Ief0BaHME Kana Ha
YC/IOBHO-MATOreHHbIe 3HTePObaKTEPUM C ONpesesieHUeM
YyBCTBUTE/ILHOCTU K BaKkTepunodaram

1300

A26.08.006.000.03

MuKpoburonoruyeckoe (KynbTypanbHoe) nccnegosaHue
oTAEensemMoro BepxHux abixatesnbHbix nyten (BAM) Ha asapobHble u
baKyNbTaTMBHO-aHa3PObHble MUKPOOPraHN3Mbl C onpeaeneHmem
YyBCTBUTENILHOCTU K 6aKTepuodparam

1300

A26.30.010.000.19

MuKpobuonoruyeckoe (KynbTypanbHoe) nccneaosaHue
oTAENAEMOro CO C/IM3UCTbIX 060104EK BEPXHMX AbIXaTebHbIX
nytei (BAMN) Ha 30n0TMCTbIN cTadmAOKOKK (Staphylococcus aureus)
6e3 oT6opa KONOHMUI

400

A26.30.010.000.18

MuKpoburonoruyeckoe (KynbTypanbHoe) nccneaosaHue
OTAENAEMOr0 CO C/IM3UCTbIX 060104eK BEPXHMX AbIXaTebHbIX
nytei (BAMN) Ha 30n0TMCTbIN cTadMAOKOKK (Staphylococcus aureus)
€ U3yyeHnem mopdonormyecknx, GUOXMMNYECKUX U1
TOKCUKOTeHHbIX CBOICTB

770

A26.26.004.000.03

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeL0BaHNE
OTZeNAEMOr0 KOHBIOHKTMBbI Ha a3pobHble U GaKyNbTaTUBHO-
aHaspOo6Hble YCI0BHO-MATOreHHbIe MUKPOOPraHN3MbI C
onpeaeneHNem YyBCTBUTENbHOCTU K BaKkTeproparam

1300

A26.25.001.000.04

MuKpobuonornyeckoe (KyabTypaabHOE) UCCAeA0BaHME
OTZLeNIAEMOTO M3 YXa Ha a3pobHble U paKyAbTaTUBHO-aHasPobHble
MWKPOOPraHU3Mbl C onpeaeneHMem YyBCTBUTEbHOCTM K
6akTepuodaram

1100

A26.09.010.000.02

MuKpobuonornyeckoe (KyabTypanbHOE) UCCAEL0BaHME MOKPOTbI
Ha a3pobHble U PpaKyAbTaTUBHO-aHA3IPOBHbIE MUKPOOPraHM3MbI C
onpeaeneHnem 4yBCTBUTENbHOCTU K BaKkTeprodaram

1300

A26.30.011.000.01

MuKpobuonornyeckoe (KynbTypanabHOE) UccnegoBaHme rpygHoro
MOJI0Ka Ha rpubsbl poaa kaHauaa (Candida spp)

1450

92-20-012

MNaHenb «lLnToBMAHAA XKene3a — CKPUHUHM TTT -
YyBCTBUTENbHbIN, T4 CBOBOAHbLIN

539

92-00-005

MaHenb "Buoxmmus - ckpuHuur" AT, ACT, obwmnit 6enok ,
6enkosble dppakumnm (aneKkTpodopes), KpeaTUHUH, MOYEBUHA,

1933




rNIOKO3a, Xonectepos, buampybun obwmin, INMTM, wenovHan
docdartasa, Kanuin / Hatpuin / Xnop

MuKpockonuyeckoe nccaenoBaHue oTaeNaemoro us yxa, 3eBsa,

A26.25.002.000.01 | Hoca Ha rpmbbl (APOXKKEBLIE U MULLENNAJIBHBIE) 400
A12.05.120 UccnepoBaHue ypoBHA TPOMOOLUTOB B KPOBU 200
A12.05.015 UccnepoBaHue BpeMeHN KpOBOTEYEHMA 46
A12.05.016.001 UccnepgoBaHue BpeMeHn CBEPTbIBAEMOCTU KPOBU 46
A09.05.048 UccnepoBaHue ypOBHA NIa3MUHOIeHa B KPOBM 450
A09.05.190.000.01 | OnpegeneHue akTMBHOCTU paKTopa V B Naasme Kposu 1000
A09.05.188.000.01 | OnpeaenenHune aktnBHoctu ¢paktopa VIl B nnasme Kposu 1000
A09.05.187.000.01 | OnpeaeneHune akTMBHOCTM daKTopa IX B n1asme Kposu 1500
A09.05.186.000.01 | OnpegeneHune akTMBHOCTM paKTopa X B NAa3me KPoBM 1500
A12.06.045 OnpepeneHuve cogeprkaHUA aHTUTEN K TupeonepoKkcnaase B kposu | 700
A12.06.001.001 UccneposaHue CD3+ nanmdounTos 400
A12.06.001.002 UccneposaHue CDA+ nnmdoumnTos 1600
A12.06.001.003 UccneposaHue CD8+ nnmdoumnTos 1500
A12.06.001.004 Nccneposarne CD16+/CD56+ amumeoumTos 800
A12.06.001.005 UccnepoBaHue CD19+ numooumntos 800
A08.30.007 MpocMmoTp LUMTONOrMYEeCcKoro npenapara 847
UccneposaHue ypoBHA aHTUTeN IgG K annepreHy AHM3aKmMaa
A09.05.118.000.334 | (Anisakis/Anisakidae) B kposu 1000
92-84-009 MoceB Ha YyCNOBHO-MATOreHHY0 MUKpodopy (Kon-bii
92-84-009 MeTOoZ4,): 30/I0TUCTbI CTadUNOKOKK, sHTepobakTepum (KA/) 1800
MuKpoburonornyeckoe (KynbTypanbHOe) UccnefoBaHWE KPOBU Ha
MMUKpPOOpraHM3mbl poaa canbmoHenna (Salmonella spp) ¢
nsyyeHmem mopedoIorMyecknx CBOMCTB U AeHTUdUKaLMEN
A26.14.001.000.04 | Bo3byautens 1000
O6HapyxeHune aHTUTEN Knacca G (anti-HAV 1gG) K Bupycy renatuTta
A26.06.034.002 A (Hepatitis A virus) B Kposu 240
OnpegeneHune reHotmna (reHotunol: 1, 2, 3) Bupyca renatuta C
A26.05.019.003.03 | (Hepatitis C virus) 1700
OnpegeneHne nona nnoaa (c 10-i Hegenn bepemeHHoCTH) Ana
B03.032.002.000.04 | npeHaTa/NbHOW ANArHOCTUKM B KPOBMU 7161
HeunHBa3suBHoOe onpepeneHme pesyc-dpakTopa nioaa no Kposu
B03.032.002.000.05 | maTepu AnA npeHaTanbHOM AMarHOCTUKK 7315
OnpeaeneHne aHTUTen Knacca G (1gG) kK 6enKy TeNN0BOro WoKa
A26.06.018.000.01 | xnamugmum Tpaxomatuc (Chlamydia trachomatis) B Kposu 491
OnpeaenexHne AHK ypeannasm (Ureaplasma spp) B oTaensemom
U3 LLepBUKANbHOro KaHana metogom MLP, KonnyectseHHoe
A26.20.033.001.01 nuccnegoBaHme 380
OnpeaenexHne AHK ypeannasm (Ureaplasma spp) B oTaensemom
A26.21.033.002 n3 ypetpbl metogom lMUP, KonnyectseHHOEe nccnepoBaHme 400
Onpeaenexne JHK ypeannasm (Ureaplasma spp) B moye metogom
A26.28.019.001 MLP, kayecTBeHHOE UccneaoBaHme 280
OnpepeneHune aBUAHOCTU aHTUTEN Knacca G (IgG) K KancngHomy
aHTureHy (VCA) Bupyca dnwtenHa-bapp (Epstein - Barr virus) B
A26.06.029.002.01 | Kposu 1500
MuKpoburonornyeckoe (KynbTypanbHoe) uccneaoBaHMe KPOBK Ha
A26.05.001 CTEPUNBHOCTb 2002
B03.053.002 Cnepmorpamma 708
LiuTonornyeckoe nccnefoBaHme MMKponpenapaTa cockoba us
LIEeMKN MATKM U LEepPBMKaNbHOMO KaHana C OKPACcKom no
A08.20.017.001.03 | PomaHoBCcKOMY - [MM3e 350




A08.20.017.001.03 KomnaeKkcHoe nccneposaHme 500
A09.28.018.000.01 | AHanM3 IMTOreHHbIX CYOCTaHLMIM CYTOMHON MOYM 3234
B03.027.020.000.02 | OueHKa ypoBHA akcnpeccum reHa PCA3 7392
A09.05.073.000.01 | OnpegeneHune akTMBHOCTM anbda-1-aHTUTPUNCKUHA B Kane 2233
A09.05.073.000.02 | UccnepoBaHWe YPOBHA XMMOTPUNCUHA B Kane 1440
A12.06.063 OnpepeneHuve cogeprKaHUA aHTUTEN K KEPaTUHY B KPOBU 2002
OnpegpeneHne coaepXaHua aHTUTEN K SHAO0TE/IMA/IbHBIM KAeTKam
A12.06.045.000.03 | (HUVEC) B KpoBMU 2156
OnpeaeneHne coaepaHna aHTUTeN K npoTtemHase-3 (aHTu-PR-3) B
A12.06.045.000.02 | Kkposu 1309
OnpegeneHne cogepKaHna aHTUTEN K BOKaNOBUAHbIM KNeTKamM
A12.06.026.000.01 | KMLWeEYHWKA B KPOBM 1540
OnpepeneHune cogep:KaHua aHTUTeN kKnacca G (1gG) K akBanopuHy-
A12.06.045.000.05 | 4 (NMO) B kposwu 3619
A12.05.002 NccnepoBaHMe 0CMOTUYECKOM Pe3nCTEHTHOCTU 3PUTPOLMTOB 1001
UccnepoBaHue ypoBHA pacTBOPUMOrO peLenTopa TpaHcheppurHa B
A09.05.008.000.01 | kpoBsu 2279
A09.05.008.000.01 KomnnekcHoe nccnepgosaHmne 3000
MoneKynAapHo-reHeTU4ecKoe uccaegoBaHMe XPOMOCOMHbIX
A27.05.039.000.01 | aHOMa/MIA B KPOBMU 9163
WUccnepoBaHune cuHagpoma MapTuHa-benna (nomkan X-
B03.019.027.002.02 | xpomocoma) B KpoBU 4081
OnpegeneHne nonnmopdusmos reHa CYP21A2 ans BbiABAEHUS
reHeTMYeCcKon NpeapPacnooKEHHOCTU K aAPEHOreHUTAIbHOMY
A27.05.024.000.01 | cMHApPOMY B KPOBM 22099
OnpepeneHuve HLA-aHTUreHOB, TUNUpPOBaHWE aHTUreHoB HLA-
A12.05.010.000.07 | DQ2/DQ8 7700
A12.05.010.000.08 | OnpegeneHune HLA-aHTUreHoB, TMNUpPOBaHMe aHTUreHa HLA-B51 3696
B0302700600001 uarHocTMKa cemeiHoro MeayaasipHoro paka
B03.027.006.000.01 | wmMTOBMAHOM Kenesbl U cuHapomos M3IH 1, 2A, 2B B KpoBu 11396
KBaHTMEpPOHOBLIM TECT, UMMYHOANArHOCTUKA TyOepKynesHoM’
A12.06.058.000.02 | uHdpeKumnn 6930
MuKpocKkonMyeckoe uccnefoBaHne OTAENAEMOrO N3 POTOT/IOTKM,
A12.07.007.000.01 | yxa, HOCa Ha 303MHOGWbI 300
OnpegeneHne PHK kopoHasupyca COVID-19 (SARS-CoV-2) B
oTAENAEMOM CO CAN3UCTON 060N0YKM POTOTNIOTKM U HOCOTNOTKM
A26.08.046.001.02 | meTtogom MLIP 1500
OnpeaeneHne PHK kopoHasupyca COVID-19 (SARS-CoV-2) B
oTAENAEMOM CO CAN3UCTON 060N0YKM POTOTNIOTKM U HOCOTOTKM
A26.08.046.001.02 | meTtogom MLIP 924
A09.07.007 NccnepoBaHue ypoBHA cBO6OAHOrO KOPTU30/1a B C/IlOHE 1000
A09.07.007 NccnepoBaHue ypoBHA cBOHOAHOrO KOPTU30/1a B C/IlOHE 1000
A09.07.007 NccnepoBaHue ypoBHA cBOHOAHOrO KOPTU30/1a B C/IlOHE 1000
A09.07.007 NccnepoBaHue ypoBHA cBOHOAHOrO KOPTU30/1a B C/IlOHE 1000
NccnepoBaHue ypoBHA aHTUTEN IGE K cMecn annepreHos
A09.05.118.000.330 | "Annepro-ckpun" RIDA-1 B KpoBHu 6400
NccnepoBaHue ypoBHA aHTUTEN IGE K cMecn annepreHos
A09.05.118.000.331 | "PecnupaTopHan naHenb" RIDA-2 B KpoBu 6400
A26.05.016.000.02 | UccnhepoBaHuMe ypoBHA 303MHOPUIBHOIO HEMPOTOKCUHA B Kase 3219
A26.05.016.000.02 KomnnekcHoe nccnepoBaHmne 216
OnpepeneHne ocHOBHbIX rpynn no cucteme ABO n aHTUreHa D
A12.05.005.000.01 | cuctembl Pesyc (pesyc-dakTop) 354




A09.05.042 OnpeaeneHne akTUBHOCTM alaHMHAMWHOTPaHCPepasbl B KPOBU 92
A09.05.041 OnpepaeneHne akTMBHOCTU acnapTaTamMHOTpaHcdepasbl B KPOBU 92
A09.05.044 OnpepaeneHne akTMBHOCTU ramma-raloTamuaTpaHcdepasbl B Kposu | 92
A09.05.046 OnpeaeneHne akTUBHOCTU LWenovHon pocdaTasbl B KPOBU 92
A09.05.045 OnpepgeneHne akTUBHOCTM aMuUIa3bl B KPOBU 131
A09.05.010 UccnepoBaHue ypoBHA 0bLiero b6eska B KpoBu 92
A09.05.009 NccnepoBaHue ypoBHA C-peakTMBHOIo 6esika B CbIBOPOTKE KPOBU 200
A09.05.023 UccnepoBaHue yPOBHA MOKO3bl B KPOBU 100
A09.05.020 UccnepoBaHue ypOBHA KpeaTUHUHA B KPOBU 100
A09.05.021 NccnepoBaHue ypoBHA 0buero bunmpybuHa B Kposu 108
UccnepoBaHue ypoBHA BUnMpybMHa cBA3AHHOIO
A09.05.022.001 (KOoHBIOrMPOBAHHOIO) B KPOBU 108
A09.05.026 UccnepoBaHme ypoBHA X0NeCTepUHA B KPOBMU 108
A09.05.025 UccneposaHme ypoBHA TPUIANLLEPUAOB B KPOBU 108
A09.05.054.001 UccnepoBaHue ypoBHA obero ummyHornobyavHa E 8 kposu 308
Onpegenexve AHK umMtomeranosupyca (Cytomegalovirus)
A26.05.017.001.01 | meTtomom MNLIP B KpoBU, KaYecTBEHHOE UccnegoBaHme 216
Onpepenexune OHK Bupyca repneca 6 Tuna (HHV6) metogom MLP
A26.05.033.001.01 B KPOBM, KayecTBeHHOe nccaefosaHue 216
Onpepenexune OHK Bupyca dnwreliHa-bapp (Epstein - Barr virus)
A26.05.011.001.01 | meTtomom MNLIP B KpoBU, KaYecTBEHHOE UccnegoBaHmne 216
Onpepenenune OHK Bupyca repneca 8 Tuna (HHV8) B kKposu
A26.05.033.001.04 | meTtogom lLIP, KauecTBeHHOE NccnegosaHme 339
Onpegenernne AHK xnamuauii (Chlamydia trachomatis) B Kposwu
A26.05.012.001.02 | meTtogom MUP 216
Onpegenexnne AHK Tokconnasmsbl (Toxoplasma gondii) meTogom
A26.05.013.001.01 MLLP B KpOBW, Ka4eCcTBEHHOE nccnesoBaHue 262
A26.05.013.001.01 KomnnekcHoe nccnepgosaHmne 2495
OnpepeneHne COOTHOLWEHMA MMNNA0B METOLOM 31eKTpodopesa C
A09.05.014.000.04 | pacyeTom TPUrAMLEPMAOB 3773
OnpepgeneHne COOTHOLWEHUA IMNNL0B METOA0M 3neKkTpodopesa ¢
A09.05.014.000.06 | TMNMpPOBAHUEM rMNEPAUNNLEMNIA 6160
OnpepgeneHne COOTHOLWEHUA IMNUAO0B METOA40M 3nekTpodopesa ¢
A09.05.014.000.05 | pacyeTtom xonecrepuHa 3773
NccnepgoBaHue TPAHCNOPTHBIX CBOMCTB a/ibbyMWHa METOA0M
A12.05.116.001 9/IEKTPOHHOr0 NapamarHMTHOro pe3oHaHca 7546
A12.06.065 OnpepeneHuve coaeprKaHMA aHTUTEN K aHHEKCUHY V B KpOBU 2079
NccnepoBaHue ypoBHA aHTUTEN IGE K cMecn annepreHoB COPHbIX
TpaB (NblNbLA COPHbIX TPAB, MUKCT WX2): ambpo3suns
rofiomeTenbyaTas, nosbiHb 06bIKHOBEHHAS, MOLOPOXKHUK
A09.05.118.000.306 | NaHLETONUCTHLIN, Mapb benan, nebena B KPOBU 1463
UccneposaHune yposHA aHTUTen IgE K annepreHy m81
CtadnnoKoKKOBbIN 3HTEPOTOKCKH B (Staphylococcal enterotoxin B)
A09.05.118.000.245 | B KpoBM 551
UccneposaHune yposHA aHTUTen IgE K annepreHy m226
CtadnnoKoKKOBbIN aHTepoToKcKH TSST (Staphylococcal
A09.05.118.000.238 | enterotoxin TSST) B KpoBu 551
UccnepoBaHue ypoBHA aHTUTEN IGE K cMecK annepreHoB MyKa
3/71aKOBbIX M KYHXKYTHblE (MMKCT fX3): nweHnYHaa mMyKa, OBCAHas
A09.05.118.000.287 | myKa, KYKypy3Haa MyKa, KYHXXYT, r[pe4HeBan MyKa B KpOBM 1463
UccneposaHue yposHaA aHTUTeN IgE K annepreHy f60 CtaBpuaa
A09.05.118.000.186 | (Jack mackerel/Trachurus japonicus) B Kposu 551




UccnepoBaHue yposHA aHTuTen IgE K annepreHy f320 Pak peyHoit

A09.05.118.000.165 | (Crayfish/Astacus astacus) B Kposu 551
A09.05.243 OnpegeneHne akTUBHOCTM TPUNTA3bl B KPOBU 4928
A09.05.243 KomnneKkcHoe nccneaoBaHmne 10241
OnpeaeneHne NOAMMOPPU3IMOB, aCCOLLUMPOBAHHbIX C PUCKOM
A27.05.002.000.04 | nHdapKTa MMOKapaa B KPOBM 16170
A27.05.002.000.04 KomnaeKkcHoe nccneposaHme 2695
A09.05.245 UccnepoBaHue ypoBHsa 6eTa-2-MUKPOrnobyanHa B Kposu 360
A09.05.245.000.01 | UccnepoBaHuMe ypoBHA 6eTa-2-MUKPOrnobyanHa B moye 300
OnpepeneHne cogepaHua aHTUHEUTPOPUbHbBIX AaHTUTEN U
A12.06.009.000.01 | aHTMTen K 6a3anbHOM MembpaHe r/IoMepys MNOYKK 2300
NccnenoBaHUA YPOBHA OIMTOMEPHOIO MAaTPUKCHOro 6eska xpsawa
A09.05.296.000.01 | (COMP) B KpoBM 4004
A09.05.296.000.01 KomnnaekcHoe nccneposaHme 4312
OnpegeneHne NOAMMOPPU3IMOB, aCCOLLUMPOBAHHbIX C PUCKOM
aTepockneposa n UbC, npeapacnonoXeHHOCTbIO K Aucamnmuaemmm
A27.05.031.000.02 | B KpoBM 11781
NccnepoBaHue ypoBHA aHTUTEN K C1g dparmeHTy KOMNaemeHTa B
A09.05.075.000.01 | kpoBsu 1201
UccnepoBaHue ypoBHA aHTUTEN IGE K cMecn annepreHos
A09.05.118.000.331 | "PecnupaTopHan naHenb" RIDA-2 B KpoBHM 2100
Onpegenenne JHK Haemophilus influenzae 8
6pOHX0aNbBEOIAPHOM NaBaXKHOM KugKoctn metogom MLUP,
A26.09.065.001.01 KauyecTBeHHOe nccnegoBaHme 700
OnpegenexHne JHK remodunbHol nanodkm (Haemophilus
influenzae) B BbINOTHOM KnaKkoctn metogom MNLIP, KauecTBeHHOE
A26.05.044.001.02 nccnegoBaHme 700
OnpegenexHne JHK remodunbHol nanodkm (Haemophilus
influenzae) Bo BHYTPEHHUX BUONOTNYECKUX HKULKOCTSX METOA,0M
A26.05.044.001.01 MUP, kayecTBeHHOE MccneaoBaHue 700
OnpeaeneHne PHK kopoHasupyca COVID-19 (SARS-CoV-2) B
A26.08.027.001.01 | oTaensiemom co CAM3NCTON 060N04YKM HOCOMTOTKN meToaom MLP 1000
OnpeaeneHne aHTUTen Knacca G (IgG) kK kopoHasupycy COVID-19
(SARS-CoV-2) nmmyHodpepmeHTHbIM meToaom (MPA) B Kposw,
A26.06.056.001.03 KauyecTBeHHOe nccnegoBaHme 900
OnpeaeneHne aHTUTeN Knacca M (IgM) K KopoHasupycy COVID-19
(SARS-CoV-2) nmmyHodpepmeHTHbIM meToaom (MPA) B Kposw,
A26.06.056.002.01 KauyecTBeHHOe nccnegoBaHme 900
A26.06.056.002.01 KomnneKkcHoe nccneposaHmne 1300
OnpeaeneHne cyMmapHbIX aHTUTeN KnaccoB G (IgG) u M (IgM) K
KopoHasupycy COVID-19 (SARS-CoV-2), KauecTBeHHOe
A26.06.056.001.05 nuccnegoBaHme 1000
A26.06.056.001.05 KomnnekcHoe nccneposaHmne 1500
OnpeaeneHne PHK kopoHasupyca COVID-19 (SARS-CoV-2) B
oTAENAeMOM CO C/IN3UCTON 060I0UYKM POTOMNIOTKM U HOCOT/TIOTKM
A26.08.046.001.02 | meTtomom MLUP 400
OnpeaeneHne PHK kopoHasupyca COVID-19 (SARS-CoV-2) B
oTAENAeMOM CO C/IM3UCTOMN 0B0I0YKU POTOMNOTKN N HOCOF/TOTKK
A26.08.046.001.02 | meTtomom MLP 1000
OnpeaeneHne PHK kopoHasupyca COVID-19 (SARS-CoV-2) B
oTAENAEeMOM CO C/IN3UCTON 060/I0UKM POTOMNIOTKM U HOCOT/TIOTKM
A26.08.046.001.02 | meTtomom MLP 1000




Onpepenexune PHK kopoHaBupyca COVID-19 (SARS-CoV-2) B
OTAE/IAEMOM CO CIN3UCTOM 060I04KMN POTOMIOTKN U HOCOT/IOTKM

A26.08.046.001.02 | metogom IMLP 1000
Onpepenexune PHK kopoHaBupyca COVID-19 (SARS-CoV-2) B
OTAEeNAeMOM CO CIM3UCTOMN 060104KM POTOrNOTKM U HOCOFIOTKM
A26.08.046.001.02 | metogom MLP 1000
OnpeaeneHne PHK kopoHasupyca COVID-19 (SARS-CoV-2) B
OTAE/IAEMOM CO C/IN3UCTON 060/I04KN POTOMIOTKN U HOCOT/IOTKM
A26.08.046.001.02 | metogom MLP 1000
OnpeaeneHne PHK kopoHasupyca COVID-19 (SARS-CoV-2) B
OTAE/IAEMOM CO CIN3UCTOM 060J/I0YKN POTOI/IOTKU U HOCOT/IOTKM
A26.08.046.001.02 | metogom MLP 1000
Onpepenexune PHK kopoHaBmpyca COVID-19 (SARS-CoV-2) B
OTAeNAeMOM CO C/IN3UCTON 060/I04KM POTOMIOTKM M HOCOF/TIOTKM
A26.08.046.001.02 | metogom MLP 1000
OnpegneneHuve aHTUTen Knacca G (IgG) K kopoHasupycy COVID-19
A26.06.056.001.04 | (SARS-CoV-2) ummyHodpepmeHTHbIM meTogom (MDA) B Kposu 700
OnpepeneHune aHTMTen Knacca M (IgM) K kopoHasupycy COVID-19
A26.06.056.002.02 | (SARS-CoV-2) ummyHodpepmeHTHbIM meTogom (MDA) B Kposu 700
OnpepeneHune aHTUTeN Knacca G (IgG) K KopoHasupycy COVID-19
(SARS-CoV-2) ummyHodepmeHTHbIM MeToaom (MDA) B Kposy,
A26.06.056.001.03 KauyecTBeHHOe nccnefoBaHme 700
OnpepeneHune aHTMTen Knacca M (IgM) K kKopoHasupycy COVID-19
(SARS-CoV-2) nmmyHodpepmeHTHbIM meTogom (MPA) B Kposw,
A26.06.056.002.01 KauyecTBeHHOe nccnegoBaHme 700
OnpegeneHne aHTuUTen Knacca G (IgG) kK KopoHasupycy COVID-19
A26.06.056.001.01 | (SARS-CoV-2) B KpOBM, KONIMYECTBEHHOE MUCCeA0BaHMeE 1200
OnpegeneHne aHtTUTen kKnacca G (IgG) kK KopoHasupycy COVID-19
A26.06.056.001.01 | (SARS-CoV-2) B KpOBM, KONMYECTBEHHOE UCCNea0BaHMe 500
OnpeaeneHne PHK kopoHasupyca COVID-19 (SARS-CoV-2) n
BMpycoB rpunna A, B (+ noatun HIN1) B oTgensemom co
A26.08.046.001.08 | causuncTom 060/104KM POTOMIOTKM M HOCOrIOTKM MeTogom MLP 1200
A09.05.009.000.01 | UccnepoBaHWe YPOBHA HEONTEPUHA B KPOBMU 2200
A01.30.024.003 3akntoveHue no metoay CKanbHOro 1450
A09.05.266 UccneposaHme ypoBHA aNtOMUHNA B KPOBU 1000
A09.05.265 NccnepoBaHue ypoBHA 6opa B KpoBM 1000
A09.05.276 UccneposaHme ypoBHA ceneHa B KPoBM 1000
A09.05.281 UccneposaHme ypoBHA CBMHLA B KPOBMU 1000
A09.05.267 UccnepoBaHme ypoBHA KPEMHUA B KPOBM 1000
A09.05.268 UccnepoBaHme ypoBHA TUTaHA B KPOBM 1000
A09.05.269 UccneposaHme ypoBHA XPOMa B KPOBM 1000
A09.05.270 UccnepoBaHme ypoBHA MapraHua B KPOBM 1000
A09.05.271 NccnepoBaHue ypoBHA KobaibTa B KPOBU 1000
A09.05.272 UccnepoBaHme ypoBHA HUKENA B KPOBMU 1000
A09.05.181 UccnepoBaHme ypoBHA meau B KPOBM 1000
A09.05.274 UccnepoBaHme ypoBHA LIMHKA B KPOBM 1000
A09.05.275 UccnepoBaHme ypoBHA MbllbAKa B KPOBM 1000
A09.05.277 NccnepoBaHue ypoBHA MOANBAEHA B KPOBM 1000
A09.05.278 UccnepoBaHme ypoBHA KagMua B KPOBU 1000
A09.05.279 UccnepoBaHme ypoBHSA CypbMbl B KPOBM 1000
A09.05.280 UccnepoBaHme ypoBHA PTYTU B KPOBM 1000
A09.05.242.002 WUccnepoBaHme KpoBum Ha Hanmume Mogaa (1) 1000




A09.05.242.003 NccnepoBaHue KpoBu Ha Hannume docdopa (P) 1000
A09.05.242.004 NccnepoBaHue yposHA meTanna bepunnuii (Be) B Kposu 1000
A09.05.242.005 NccnepoBaHue yposHA meTanna *eneso (Fe) B kposu 1000
A09.05.030 MccnepoBaHue ypOBHA HAaTPUA B KPOBK 1000
A09.05.242.006 NccnepoBaHue yposHA meTtanna MarHuii (Mg) B Kposu 1000
A09.05.031 UccnepoBaHue YyPOBHA KasnA B KPOBU 1000
A09.05.119 UccnepoBaHMe YPOBHA KaJibLUUTOHMHA B KPOBM 1000
A09.05.242.007 NccneposaHue yposHA meTtanna Cepebpo (Ag) B Kposu 1000
A09.05.242.008 NccnepoBaHue Kposu Ha Haandme Cepeil (S) 1000
A09.05.242.009 NccnepoBaHue yposHA meTtanna Fannumii (Ga) B Kposu 1000
A09.05.242.010 UccnepoBaHue ypoBHA meTanna FepmaHnin (Ge) B Kposu 1000
A09.05.242.011 UccnepoBaHue ypoBHA meTanna Pybuawnii (Rb) B Kposu 1000
A09.05.242.012 WUccnepoBaHune ypoBHA meTanna CTpoHumi (Sr) B Kposu 1000
A09.05.242.013 NccnepoBaHune ypoBHA MmeTanna LMpKoHuiA (Zr) B KpoBu 1000
A09.05.242.014 WUccneposaHue ypoBHA meTanna Onoso (Sn) B KpoBu 1000
A09.05.242.015 NccneposaHue ypoBHA meTanna bapuii (Ba) B Kposu 1000
A09.05.242.016 UccnepoBaHue ypoBHA meTanna JlaHTaH (La) B KpoBM 1000
A09.05.242.017 WUccnepoBaHune ypoBHA meTanna Bonbppam (W) B Kposu 1000
A09.05.242.018 WNccneposaHune ypoBHA meTanna Tanauii (Tl) B Kposu 1000
A09.05.242.019 NccnepoBaHune ypoBHA meTanna Banaguii (V) B Kposu 1000
A09.05.242.020 UccnepoBaHune ypoBHA meTanna 301070 (Au) B KpoBu 1000
A09.05.242.021 WNccneposaHue ypoBHA meTanna MnatuHa (Pt) B KpoBu 1000
A09.05.242.022 NccnepoBaHne KpoBu Ha Hanudume Xnopa (Cl) 1000
A09.05.242.023 UccnepoBaHue ypoBHA meTanna Topuit (Th) B Kposu 1000
A09.05.242.024 NccnepoBaHue ypoBHA meTanna Bucmyt (Bi) B Kposu 1000
A09.05.242.025 UccnepoBaHue ypoBHa 6poma (Br) B Kposu 1000
A09.01.007.000.01 | UccnepoBaHue muKpoanemeHTa AntomuHuia (Al) B Bonocax 1000
A09.01.007.000.02 UccnepoBaHue mukpoanemeHTa bop (B) B Bosiocax 1000
A09.01.007.000.03 UccnepoBaHue mukpoanemeHTa CeneH (Se) B Bosiocax 1000
A09.01.007.000.04 | WNccnepgoBaHne mukpoanemeHTta CeuHed, (Pb) B Bonocax 1000
A09.01.007.000.05 | WccnepoBaHne muKpoanemeHTa Jliutuii (Li) B Bonocax 1000
A09.01.007.000.06 | WccnepoBaHne muKpoanemeHTa KpemHuii (Si) B Bonocax 1000
A09.01.007.000.07 UccnepoBaHue mukpoanemeHTa TutaH (Ti) B Bonocax 1000
A09.01.007.000.08 NccnepoBaHue mmukpoanemeHTa Xpom (Cr) B Bonocax 1000
A09.01.007.000.09 NccnepoBaHue mukpoanemeHTa MapraHel, (Mn) B Bosiocax 1000
A09.01.007.000.10 | UccnepoBaHue muKpoasnemeHTa KobanbT (Co) B Bosocax 1000
A09.01.007.000.11 | WUccnepoBaHne mukpoanemeHTta Hukenb (Ni) B Bonocax 1000
A09.01.007.000.12 | UccnepoBaHne muKkpoanemeHTa Megb (Cu) B Bonocax 1000
A09.01.007.000.13 | UccnepoBaHne muKpoanemeHTa LIMHK (Zn) B Bonocax 1000
A09.01.007.000.14 | WccnepoBaHne muKpoanemeHTa MblwbAK (As) B Bonocax 1000
A09.01.007.000.15 | WccnepoBaHne muKpoasnemeHTa MonnbaeH (Mo) B Bonocax 1000
A09.01.007.000.16 | UccnepoBaHue muKpoanemeHTa Kaagmuia (Cd) B Bonocax 1000
A09.01.007.000.17 | UccnepoBaHne muKpoanemeHTa Cypbma (Sb) B Bonocax 1000
A09.01.007.000.18 | WNccnepoBaHne muKpoanemeHTa PTyTb (Hg) B Bonocax 1000
A09.01.007.000.19 | WUccneposaHme MukpoanemeHTa Mog, (1) B Bonocax 1000
A09.01.008.002 NccnepoBaHue mukpoanemeHTa Pocdop (P) B Bonocax 1000
A09.01.007.000.21 | WccnepoBaHne muKpoanemeHTa bepunnuii (Be) B Bonocax 1000
A09.01.007.000.22 | UccnepoBaHne muKpoasnemeHTa eneso (Fe) B Bonocax 1000
A09.01.008.003 NccnepoBaHue mukpoanemeHTa HaTtpuin (Na) B Bonocax 1000
A09.01.008.004 NccnepoBaHue mukpoanemeHTa MarHuii (Mg) B Bonocax 1000
A09.01.008.005 NccnepoBaHue mukpoanemeHTta Kanuii (K) B Bonocax 1000
A09.01.008.006 NccnepoBaHue mukpoanemeHTa Kanbunii (Ca) B Bonocax 1000




A09.01.007.000.27 | WccneposaHne mukpoanemeHTta Cepebpo (Ag) B Bosocax 1000
A09.01.008.007 NccnepoBaHue mukpoanemeHTta Cepa (S) B Bosiocax 1000
A09.01.007.000.29 | UccnepoBaHue muUKpoanemeHTa Fannuin (Ga) B Bonocax 1000
A09.01.007.000.30 | UccnepoBaHne mUKpoanemeHTa FfepmaHuii (Ge) B Bonocax 1000
A09.01.007.000.31 | UccnepoBaHue muKpoanemeHTa Pybuauii (Rb) B Bonocax 1000
A09.01.007.000.32 | UccnepoBaHue muKpoasnemeHTa CTpoHumiA (Sr) B Bosiocax 1000
A09.01.007.000.33 | WNccneposaHne muKpoanemeHTa LinpkoHuii (Zr) B Bosiocax 1000
A09.01.007.000.35 | WUccneposaHne muKpoanemeHTa OnoBo (Sn) B Bonocax 1000
A09.01.007.000.38 | WNccneposaHne muKpoanemeHTa bapuii (Ba) B Bosiocax 1000
A09.01.007.000.41 | WccnepoBaHne MUKpo3aiemeHTa JlaHTaH (La) B Bosiocax 1000
A09.01.007.000.42 | WccnepoBaHne MuKpoanemeHTa Bonbdppam (W) B Bonocax 1000
A09.01.007.000.44 | UccnepoBaHue mMUKpoanemeHTa Tannuii (Tl) B Bonocax 1000
A09.01.007.000.45 | WUccnepoBaHMe MUKpoanemeHTa BaHaguii (V) B Bosiocax 1000
A09.01.007.000.48 | WUccnepoBaHMe MUKpoanemeHTa 301070 (Au) B Bonocax 1000
A09.01.007.000.49 | UccnepoBaHMe MUKpoanemeHTa MnaTtuHa (Pt) B Bonocax 1000
A09.01.008.008 WNccnepoBaHne mmnkpoanemenTta Xnop (Cl) B Bonocax 1000
A09.01.007.000.52 | UccnepoBaHue mUKpoanemeHTa Topuii (Th) B Bonocax 1000
A09.01.007.000.56 NccnepoBaHne mnkpoanemeHTa Bucmyt (Bi) B Bonocax 1000
A09.28.060.000.01 | UccnepoBaHue ypoBHA meTanna AntomuHnii (Al) B moue 1000
A09.28.070 UccnepoBaHue ypoBHA 6opa B moye 1000
A09.28.084 UccnepoBaHme ypoBHA CypbMbl B MOYe 1000




